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BACKGROUND

QTRTD1 (queuine tRNA-ribosyltransferase domain containing 1) is a 415
amino acid protein involved in tRNA modification and tRNA-queuosine bio-
synthesis. Localizing to cytoplasm, QTRTD1 also localizes to the mitochondrial
outer membrane and associates with QTRT1 (queuine tRNA-ribosyltransferase
domain containing 1) to form an active queuine tRNA-ribosyltransferase. At
the wobble position of tRNAs with GUN anticodons, QTRTD1 exchanges
queuine for guanine to form queuosine, a modified nucleoside. QTRTD1 is a
member of the queuine tRNA-ribosyltransferase family, QTRTD1 subfamily
and is encoded by a gene located on human chromosome 3, which houses
over 1,100 genes, including a chemokine receptor (CKR) gene cluster and a
variety of human cancer-related gene loci. Marfan Syndrome, porphyria, von
Hippel-Lindau syndrome, osteogenesis imperfecta and Charcot-Marie-Tooth
Disease are a few of the numerous genetic diseases associated with chro-
mosome 3.
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CHROMOSOMAL LOCATION

Genetic locus: QTRTD1 (human) mapping to 3q13.31; Qtrtd1 (mouse)
mapping to 16 B4.

SOURCE

QTRTD1 (K-14) is an affinity purified goat polyclonal antibody raised against
a peptide mapping within an internal region of QTRTD1 of human origin.

PRODUCT

Each vial contains 200 µg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

Blocking peptide available for competition studies, sc-100111 P, (100 µg
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

APPLICATIONS

QTRTD1 (K-14) is recommended for detection of QTRTD1 of mouse, rat and
human origin by Western Blotting (starting dilution 1:200, dilution range
1:100-1:1000), immunoprecipitation [1-2 µg per 100-500 µg of total protein
(1 ml of cell lysate)], immunofluorescence (starting dilution 1:50, dilution
range 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution
range 1:30-1:3000).

QTRTD1 (K-14) is also recommended for detection of QTRTD1 in additional
species, including equine, canine and porcine.

Suitable for use as control antibody for QTRTD1 siRNA (h): sc-78408,
QTRTD1 siRNA (m): sc-152617, QTRTD1 shRNA Plasmid (h): sc-78408-SH,
QTRTD1 shRNA Plasmid (m): sc-152617-SH, QTRTD1 shRNA (h) Lentiviral
Particles: sc-78408-V and QTRTD1 shRNA (m) Lentiviral Particles:
sc-152617-V.

Molecular Weight of QTRTD1: 47 kDa.

Positive Controls: HL-60 whole cell lysate: sc-2209, A549 cell lysate: sc-2413
or LNCaP cell lysate: sc-2231.

DATA

STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

PROTOCOLS

See our web site at www.scbt.com or our catalog for detailed protocols and
support products.

QTRTD1 (K-14): sc-100111. Western blot analysis of
QTRTD1 expression in LNCaP whole cell lysate.
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