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|BACKGROUND

| |PRODUCT

The tetratricopeptide repeat (TPR) motif is a degenerate, 34 amino acid
sequence found in many proteins and acts to mediate protein-protein interac-
tions in various pathways. At the sequence level, there can be up to 16 tan-
dem TPR repeats, each of which has a helix-turn-helix shape that stacks on
other TPR repeats to achieve ligand binding specificity. TTC14 (tetratricopep-
tide repeat domain 14), also known as DRDL5813, is a 770 amino acid protein
containing a S1 motif domain and four TPR repeats. Existing as two alterna-
tively spliced isoforms, TTC14 is encoded by a gene located on human chro-
mosome 3, which houses over 1,100 genes, including a chemokine receptor
(CKR) gene cluster and a variety of human cancer-related gene loci. Key tumor
suppressing genes on chromosome 3 include those that encode the apoptosis
mediator RASSF1, the cell migration regulator HYAL1 and the angiogenesis
suppressor SEMA3B.

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

Blocking peptide available for competition studies, sc-103301 P, (100 ug
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

|APPLICATIONS

| REFERENCES |

1. Young, J.C., Obermann, W.M. and Hartl, FU. 1998. Specific hinding of
tetratricopeptide repeat proteins to the C-terminal 12-kDa domain of
hsp90. J. Biol. Chem. 273: 18007-18010.

2. Braga, E.A., Kashuba, V.1, Maliukova, A.V., Loginov, V.I., Senchenko, V.N.,
Bazov, 1.V, Kiselev, L.L. and Zabarovskii, E.R. 2003. New tumor suppressor
genes in hot spots of human chromosome 3: new methods of identification.
Mol. Biol. 37: 194-211.

3. Cortajarena, A.L., Kajander, T., Pan, W., Cocco, M.J. and Regan, L. 2004.
Protein design to understand peptide ligand recognition by tetratricopep-
tide repeat proteins. Protein Eng. Des. Sel. 17: 399-409.

4. Darai, E., Kost-Alimova, M., Kiss, H., Kansoul, H., Klein, G. and Imreh, S.
2005. Evolutionarily plastic regions at human 3p21.3 coincide with tumor
breakpoints identified by the “elimination test.” Genomics 86: 1-12

5. Yue, Y., Grossmann, B., Ferguson-Smith, M., Yang, F. and Haaf, T. 2005.
Comparative cytogenetics of human chromosome 321.3 reveals a hot
spot for ectopic recombination in hominoid evolution. Genomics 85: 36-47.

6. Lin, Z., Ho, C.W. and Grierson, D. 2009. AtTRP1 encodes a novel TPR pro-
tein that interacts with the ethylene receptor ERS1 and modulates devel-
opment in Arabidopsis. J. Exp. Bot. 60: 3697-3714.

7. Zhang, Z., Roe, S.M., Diogon, M., Kong, E., El Alaoui, H. and Barford, D.
2010. Molecular structure of the N-terminal domain of the APC/C subunit
Cdc27 reveals a homo-dimeric tetratricopeptide repeat architecture. J.
Mol. Biol. E-published.

[CHROMOSOMAL LOCATION |

Genetic locus: TTC14 (human) mapping to 3q26.33; Ttc14 (mouse) mapping
to 3 A3.

[SOURCE |

TTC14 (N-14) is an affinity purified goat polyclonal antibody raised against a
peptide mapping at the N-terminus of TTC14 of human origin.

TTC14 (N-14) is recommended for detection of TTC14 of mouse, rat and

human origin by Western Blotting (starting dilution 1:200, dilution range
1:100-1:1000), immunofluorescence (starting dilution 1:50, dilution range
1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution range
1:30-1:3000); non cross-reactive with other TTC family members.

Suitable for use as control antibody for TTC14 siRNA (h): sc-78418, TTC14
SiRNA (m): sc-154752, TTC14 shRNA Plasmid (h): sc-78418-SH, TTC14
shRNA Plasmid (m): sc-154752-SH, TTC14 shBNA (h) Lentiviral Particles:
sc-78418-V and TTC14 shRNA (m) Lentiviral Particles: sc-154752-V.

Molecular Weight of TTC14: 88 kDa.

Positive Controls: Jurkat whole cell lysate: sc-2204.

|RECOMMENDED SECONDARY REAGENTS

To ensure optimal results, the following support (secondary) reagents are

recommended: 1) Western Blotting: use donkey anti-goat IgG-HRP: sc-2020
(dilution range: 1:2000-1:100,000) or Cruz Marker™ compatible donkey

anti-goat lgG-HRP: sc-2033 (dilution range: 1:2000-1:5000), Cruz Marker™
Molecular Weight Standards: sc-2035, TBS Blotto A Blocking Reagent:

sc-2333 and Western Blotting Luminol Reagent: sc-2048. 2) Immunofluo-
rescence: use donkey anti-goat IgG-FITC: sc-2024 (dilution range: 1:100-
1:400) or donkey anti-goat IgG-TR: sc-2783 (dilution range: 1:100-1:400)

with UltraCruz™ Mounting Medium: sc-24941.

|STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

|RESEARCH USE

For research use only, not for use in diagnostic procedures.

[PROTOCOLS

See our web site at www.scht.com or our catalog for detailed protocols and
support products.
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