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|BACKGROUND | [SOURCE |

The DnaJ family is one of the largest of all chaperone families and has evolved ~ DnaJC8 (K-16) is an affinity purified goat polyclonal antibody raised against
with diverse cellular localization and functions. Presence of a J domain defines a peptide mapping near the C-terminus of DnaJC8 of human origin.

a protein as a member of the Dnad family. DnaJ heat shock induced proteins
are derived from Escherichia coli and are under the control of the htpR reg- | PRODUCT |
ulatory protein. DnaJ proteins play a critical role in the HSP 70 chaperone
machine by interacting with HSP 70 to stimulate ATP hydrolysis. DnaJ proteins
contain cysteine rich regions that are composed of zinc fingers, which form
a peptide binding domain responsible for the chaperone function. DnaJ pro- Blocking peptide available for competition studies, sc-104216 P, (100 pg
teins are important mediators of proteolysis and are involved in the regulation  Peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
of protein degradation, exocytosis and endocytosis. DnaJC8 (DnaJ (Hsp 40)
homolog, subfamily C, member 8), also known as SPF31 or HSPC331, is a 253 | APPLICATIONS |
amino acid protein that is suggested to have a potential role as a cochaperone  DnaJC8 (K-16) is recommended for detection of DnaJC8 of mouse, rat and

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

in RNA processing-related processes. human origin by Western Blotting (starting dilution 1:200, dilution range
1:100-1:1000), immunofluorescence (starting dilution 1:50, dilution range
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|CHROMOSOMAL LOCATION |

Genetic locus: DNAJC8 (human) mapping to 1p35.3; Dnajc8 (mouse) mapping
to 4 D2.3.

|STORAGE |

Store at 4° C, **D0O NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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