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|BACKGROUND | |CHROMOSOMAL LOCATION

C1gL2 (complement C1g-like protein 2), also known as CTRP10 or C1QTNF10, Genetic locus: C1QL2 (human) mapping to 2q14.2.
is a 287 amino acid secreted protein that contains one C1q domain and one

collagen-like domain. C1qL2 belongs to a large family of multimeric proteins | PRODUCT

with a signature globular domain homologous to C1QA. These proteins also C1gL2 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
share struct_ural homology_ with TNF family members. The gene that encodes knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
C1qL2 consists of approximately 2,653 bases and maps to human chromo-  gigNA sufficient for a 10 uM solution once resuspended using protocol
some 2q14.2. Consisting of 237 million bases, chromosome 2 encodes over  pojq\y Syitable for 50-100 transfections. Also see C1L2 ShRNA Plasmid ()

1,400 genes and makes up approximately 8% of the human genome. A num- sc-105154-SH and C1qL2 shRNA (h) Lentiviral Particles: sc-105154-V as
ber of genetic diseases are linked to genes on chromosome 2. Harlequin alternate gene silencing products.

icthyosis, a rare and morbid skin deformity, is associated with mutations in

the ABCA12 gene. The lipid metabolic disorder sitosterolemia is associated For independent verification of C1qL2 (h) gene silencing results, we also pro-
with ABCG5 and ABCG8. An extremely rare recessive genetic disorder, vide the individual siRNA duplex components. Each is available as 3.3 nmol
Alstrom syndrome, is due to mutations in the ALMS1 gene. of lyophilized siRNA. These include: sc-105154A, sc-105154B and sc-105154C.
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For optimal siRNA transfection efficiency, Santa Cruz Biotechnology’s

siRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:

sc-36868 (20 ml) and siRNA Dilution Buffer: sc-29527 (1.5 ml) are recom-
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|RT-PCR REAGENTS
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[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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