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| BACKGROUND | |CHROMOSOMAL LOCATION

APRT (adenine phospharibosyltransferase) is a 180 amino acid protein that Genetic locus: APRT (human) mapping to 16¢24.3; Aprt (mouse) mapping
localizes to the cytoplasm and belongs to the purine/pyrimidine phosphori- to 8 E1.

bosyltransferase family. Existing as a homodimer, APRT functions to catalyze

the formation of inorganic pyrophosphate and AMP from adenine and 5- | SOURCE

phosphoribosyl-1-pyrophosphate (PRPP), a reaction that is essential for both
purine metabolism and AMP biosynthesis. Defects in the gene encoding APRT
are the cause of APRT deficiency, also known as 2,8-dihydroxyadenine urolithi-
asis, which is an autosomal recessive disease that results in renal failure. The | PRODUCT
gene encoding APRT maps to human chromosome 16, which encodes over
900 genes and comprises nearly 3% of the human genome. The GAN gene is
located on chromosome 16 and, with mutation, may lead to giant axonal neu-
ropathy, a nervous system disorder characterized by increasing malfunction Blocking peptide available for competition studies, sc-107413 P, (100 pg
with growth. The rare disorder Rubinstein-Taybi syndrome is also associated peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

with chromosome 16, as is Crohn’s disease, which is a gastrointestinal

inflammatory condition. |APPLICATIONS |

| APRT (C-12) is recommended for detection of APRT of mouse, rat and

APRT (C-12) is an affinity purified goat polyclonal antibody raised against a
peptide mapping within an internal region of APRT of human origin.

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.
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Molecular Weight Standards: sc-2035, TBS Blotto A Blocking Reagent:
sc-2333 and Western Blotting Luminol Reagent: sc-2048. 2) Immunofluo-
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