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|BACKGROUND | |CHROMOSOMAL LOCATION |
NUDT22 [nudix (nucleoside diphosphate linked moiety X)-type motif 22] is a Genetic locus: NUDT22 (human) mapping to 11q13.1; Nudt22 (mouse) mapping
member of the nudix hydrolase family of pyrophosphatases. Nudix hydro- to 19 A

lases contain a characteristic nudix domain and are responsible for catalyz-
ing the hydrolysis of nucleoside diphosphate derivatives. NUDT22 is a 303 | SOURCE |

amino acid protein‘that lacks the nudix box, therefore lacking hydrolgse activi- NUDT22 (D-12) is an affinity purified goat polyclonal antibody raised against
ty. The gene encoding NUDT17 maps to human chrqmosome 11, which makes a peptide mapping within an internal region of NUDT22 of human origin.
up around 4% of human genomic DNA and is considered a gene and disease

association dense chromosome. The chromosome 11 encoded Atm gene is | PRODUCT
important for regulation of cell cycle arrest and apoptosis following double
strand DNA breaks. Atm mutation leads to the disorder known as ataxia-telan-
giectasia. The blood disorders Sickle cell anemia and B thalassemia are

caused by HBB gene mutations. Wilms tumors, WAGR syndrome and Denys-  Blocking peptide available for competition studies, sc-109345 P, (100 ug

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

Drash syndrome are associated with mutations of the WT1 gene. peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
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For research use only, not for use in diagnostic procedures.
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