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BACKGROUND | [SOURCE

Ubiquitin is an abundant, highly conserved protein found in all eukaryotic Ubc13 (yF-17) is an affinity purified goat polyclonal antibody raised against
cells either free or covalently attached to cellular proteins. The primary func- a peptide mapping near the N-terminus of Ubc13 of Saccharomyces cere-
tion of ubiquitin in mammalian systems is to clear abnormal, foreign, and visiae origin.

improperly folded proteins by targeting them for proteosome degradation. In

Saccharomyces cerevisiae, ubiquitin-like proteins include Rub1, Ula1, Uba3, ‘ PRODUCT

Smt3, Ubc2, Ubc12 and Ubc9. Rub1 shares 53% homology with ubiquitin
and requires activation via Ula1, Uba3 and Ubc12 in order to conjugate to
substrates directed to different proteolytic systems. Smt3, which is similar

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

to mammalian SUMO-1, requires Ubc9 for conjugation to other proteins. Blocking peptide available for competition studies, sc-11977 P, (100 ug

Skp1 connects cell cycle regulators to the ubiquitin proteolysis machinery. peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

Hrt1 is an essential subunit of Skp1p-cullin-F-box (SCF) complexes, which

are necessary for the degradation of various regulatory proteins. Ubc13 ‘ APPLICATIONS

forms a complex with Mms2 that is involved the error-free DNA postrep- Ubc13 (yF-17) is recommended for detection of Ubc13 of Saccharomyces

lication repair (PRR) pathway. cerevisiae origin by estern Blotting (starting dilution 1:200, dilution range
1:100-1:1000) and solid phase ELISA (starting dilution 1:30, dilution range
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