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GTBP (N-20) is recommended for detection of GTBP of human origin by For research use only, not for use in diagnostic procedures.

Western Blotting (starting dilution 1:200, dilution range 1:100-1:1000),

immunoprecipitation [1-2 ug per 100-500 pg of total protein (1 ml of cell | PROTOCOLS

lysate)], immunofluorescence (starting dilution 1:50, dilution range 1:50-

1:500) and solid phase ELISA (starting dilution 1:30, dilution range 1:30- See our web site at www.scht.com or our catalog for detailed protocols
1:3000). and support products.

Suitable for use as control antibody for GTBP siRNA (h): sc-35528, GTBP
shRNA Plasmid (h): sc-35528-SH and GTBP shRNA (h) Lentiviral Particles:
$c-35528-V.

MONOS Try GTBP (E-8): sc-137015 or GTBP (F-1): sc-271979,
Molecular Weight of GTBP: 160 kDa.

our highly recommended monaclonal alternatives to
GTBP (N-20).
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Positive Controls: HelLa nuclear extract: sc-2120, SW480 nuclear extract: arantee

sc-2155 or DU 145 nuclear extract: sc-24960.
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