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BACKGROUND

In the intact cell, DNA closely associates with histones and other nuclear pro-
teins to form chromatin. The remodeling of chromatin is believed to be a criti-
cal component of transcriptional regulation and a major source of this remod-
eling is brought about by the acetylation of nucleosomal histones. Acetylation
of lysine residues in the amino-terminal tail domain of histone results in an
allosteric change in the nucleosomal conformation and an increased accessi-
blity to transcription factors by DNA. Conversely, the deacetylation of histones
is associated with transcriptional silencing. Chromatin structure alteration may
be brought about by the action of ATP-dependent multiprotein complexes. One
such complex is the mSin3 corepressor complex, which contains mSin3, the
histone deacetylases HDAC1 and HDAC2, the associated proteins SAP 30
and SAP 18, and the putative helicase Mi2.
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CHROMOSOMAL LOCATION

Genetic locus: SAP30 (human) mapping to 4q34.1.

SOURCE

SAP 30 (CA14) is a mouse monoclonal antibody raised against recombinant
SAP 30 of human origin.

PRODUCT

Each vial contains 100 µg IgG2b kappa light chain in 1.0 ml of PBS with
< 0.1% sodium azide and 0.1% gelatin.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

APPLICATIONS

SAP 30 (CA14) is recommended for detection of SAP 30 of human origin
by immunofluorescence (starting dilution 1:50, dilution range 1:50-1:500),
immunohistochemistry (including paraffin-embedded sections) (starting
dilution 1:50, dilution range 1:50-1:500) and solid phase ELISA (starting
dilution 1:30, dilution range 1:30-1:3000).

Suitable for use as control antibody for SAP 30 siRNA (h): sc-44086, SAP 30
shRNA Plasmid (h): sc-44086-SH and SAP 30 shRNA (h) Lentiviral Particles:
sc-44086-V.

Molecular Weight of SAP 30: 30 kDa.

RECOMMENDED SUPPORT REAGENTS

To ensure optimal results, the following support reagents are recommended:
1) Immunofluorescence: use m-IgGκ BP-FITC: sc-516140 or m-IgGκ BP-PE:
sc-516141 (dilution range: 1:50-1:200) with UltraCruz® Mounting Medium:
sc-24941 or UltraCruz® Hard-set Mounting Medium: sc-359850.

DATA

STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

PROTOCOLS

See our web site at www.scbt.com for detailed protocols and support
products.

SAP 30 (CA14): sc-130425. Immunoperoxidase staining
of formalin-fixed, paraffin-embedded human esophagus
tissue showing nuclear localization.


