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|BACKGROUND | |PRODUCT |

RNA polymerase Il (Pol Il) is a multi-subunit enzyme responsible for the tran- Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
scription of protein-coding genes. Transcription initiation requires recruitment and 0.1% gelatin.

of the complete transcription machinery to a promoter via solicitation by
activators and chromatin remodeling factors. Pol Il can coordinate 10 to 14
subunits. This complex interacts with the promoter regions of genes and a
variety of elements and transcription factors. POLR2G (DNA-directed RNA

polymerase Il subunit G), also known as RPB7, hRPB19 or hsRPB7, is the sev- | APPLICATIONS |
enth largest subunit of RNA polymerase Il. It is required for the transcription POLRZG (S-12) is recommended for detection of POLR2G of mouse, rat and
initiation phase of Pol Il. POLR2G forms a subcomplex with the RPB4 subunit. ~ human origin by Western Blotting (starting dilution 1:200, dilution range
This subcomplex protrudes from the Pol Il core complex and, in the closed 1:100-1:1000), immunofluorescence (starting dilution 1:50, dilution range

conformation, functions to prevent double stranded DNA from entering the 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution range
1:30-1:3000); non cross-reactive with other POLR family members.

Blocking peptide available for competition studies, sc-131333 P, (100 pg
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

active site.
Suitable for use as control antibody for POLR2G siRNA (h): sc-96905,
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[CHROMOSOMAL LOCATION |

Genetic locus: POLR2G (human) mapping to 11q12.3; Polr2g (mouse) mapping
to 19 A. MONOS Try POLR2G (C-2): sc-398213 or POLR2G (G-9):

s¢-393890, our highly recommended monoclonal
alternatives to POLR2G (S-12).
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[SOURCE |

POLR2G (S-12) is an affinity purified goat polyclonal antibody raised against a
peptide mapping within an internal region of POLR2G of human origin.

|RESEARCH USE

For research use only, not for use in diagnostic procedures.
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