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|[BACKGROUND | |SOURCE
GTPase-activating proteins (GAPs) accelerate the intrinsic rate of GTP hydroly- ARHGAP29 (H-300) is a rabbit polyclonal antibody raised against amino
sis of Ras-related proteins, resulting in downregulation of their active form. acids 881-1180 mapping within an internal region of ARHGAP29 of human

ARHGAP29 (Rho GTPase activating protein 29), also known as PARG1, is a origin.

1,261 amino acid protein that is widely expressed and contains a phorbol-

ester/DAG-type zinc finger and a Rho-GAP domain. There is high expression | PRODUCT
of ARHGAP29 in skeletal muscle and heart, intermediate expression in pla-
centa, liver and pancreas, and weak expression in brain, lung and kidney. As
a GTPase activator, ARHGAP29 converts Rho-type GTPases to an inactive
GDP-bound state and has strong activity toward Rho A, and weaker activity | APPLICATIONS
toward Rac 1 and Cdc42. Also considered a specific effector of Rap 2A to

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

regulate Rho, ARHGAP29 is strongly down-regulated in mantle-cell lym- ARHGAP29 (H-300) is recommended for C,*BFEC“O” of ARHGAng of human
phomas and upregulated in migrating glioma cells. ARHGAP29 exists as and, o a lesser extent, mouse and rat origin by Western Blotting (starting
two alternatively spliced isoforms. dilution 1:200, dilution range 1:100-1:1000), |mmqn0preC|p|tat|0n [1-2 pg per
100-500 pg of total protein (1 ml of cell lysate)], immunofluorescence (start-
| REFERENCES | ing dilution 1:50, dilution range 1:50-1:500) and solid phase ELISA (starting

— - - dilution 1:30, dilution range 1:30-1:3000).
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Molecular Weight of ARHGAP29: 142 kDa.
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| CHROMOSOMAL LOCATION |

Genetic locus: ARHGAP29 (human) mapping to 1p22.1; Arhgap29 (mouse)
mapping to 3 G1.

|RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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