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BACKGROUND

Epoxide hydrolases (EHs) are biotransformation enzymes that catalyze the 
hydrolysis of arene and aliphatic epoxides to less reactive and more water 
soluble dihydrodiols by the trans addition of water. The enzymatic hydration 
is essentially irreversible and produces mainly metabolites of lower reactivity 
that can be conjugated and excreted, and, therefore, are generally regarded 
as detoxifying. Microsomal EH (mEH) is one of many enzymes involved in the 
metabolism of endogenous and exogenous toxicants such as tobacco-derived 
carcinogens. mEH exhibits a broad substrate specificity, while the soluble EH 
(sEH) is an enzyme with a “complementary” substrate specificity to mEH. The 
mEH protein is encoded by the EPHX1 gene, which maps to chromosome 
1q42.12. Polymorphism of the EPHX1 gene is a risk factor ovarian cancer and 
hepatocellular carcinoma.
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CHROMOSOMAL LOCATION

Genetic locus: EPHX1 (human) mapping to 1q42.12; Ephx1 (mouse) mapping 
to 1 H4.

SOURCE

mEH (17) is a mouse monoclonal antibody raised against amino acids 13-125 
of mEH of human origin.

PRODUCT

Each vial contains 200 µg IgG1 kappa light chain in 1.0 ml of PBS with < 0.1% 
sodium azide and 0.1% gelatin.

APPLICATIONS

mEH (17) is recommended for detection of mEH of mouse, rat and human  
origin by Western Blotting (starting dilution 1:200, dilution range 1:100-
1:1000), immunoprecipitation [1-2 µg per 100-500 µg of total protein (1 ml  
of cell lysate)] and immunofluorescence (starting dilution 1:50, dilution  
range 1:50-1:500).

Suitable for use as control antibody for mEH siRNA (h): sc-40539, mEH 
siRNA (m): sc-40540, mEH shRNA Plasmid (h): sc-40539-SH, mEH shRNA 
Plasmid (m): sc-40540-SH, mEH shRNA (h) Lentiviral Particles: sc-40539-V 
and mEH shRNA (m) Lentiviral Particles: sc-40540-V.

Molecular Weight of mEH: 50 kDa.

Positive Controls: mEH (h): 293T Lysate: sc-111523, human liver extract:  
sc-363766 or Hep G2 cell lysate: sc-2227.

STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of 
shipment. Non-hazardous. No MSDS required.
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RESEARCH USE

For research use only, not for use in diagnostic procedures. Not for resale.

mEH (17): sc-135984. Western blot analysis of mEH
expression in non-transfected 293T: sc-117752 (A),
human mEH transfected 293T: sc-111523 (B), mEH
transfected 293T: sc-170635 (C) and Hep G2 (D) whole
cell lysates and human adrenal gland (E) and human
liver (F) tissue extracts. Detection reagent used: 
m-IgGκ BP-HRP: sc-516102.
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mEH (17): sc-135984. Immunofluorescence staining  
of NIH/3T3 cells showing cytoplasmic localization.


