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|BACKGROUND | |RESEARCH USE

Mitochondrial ATP synthases (ATPases) transduce the energy contained in For research use only, not for use in diagnostic procedures. Not for resale.
membrane electrochemical proton gradients into the energy required for

synthesis of high-energy phosphate bonds. ATPases contain two linked com- | DATA

plexes: Fy, the hydrophilic catalytic core; and Fy, the membrane-embedded
protein channel. F; consists of three o chains and three 3 chains, which are A B
weakly homologous, as well as one y chain, one & chain and one ¢ chain. 0K

Fg consists of three subunits: a, b and c. The o chain of F; is a regulatory
subunit that contains 509 amino acids. Mitochondrial ATPase o chain (ATP5A) 55K - - - TP
localizes to the mitochondria and catalyzes ATP synthesis. h ‘ '
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ATP5A (51) is a mouse monoclonal antibody raised against amino acids
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Molecular Weight (observed) of ATP5A: 51-71 kDa.

[ STORAGE | [PROTOCOLS

Store at 4° C, **D0 NOT FREEZE**. Stable for one year from the date of

- . See our web site at www.scbt.com for detailed protocols and support
shipment. Non-hazardous. No MSDS required.

products.
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