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|BACKGROUND | |APPLICATIONS

NIPSNAPZ, also known as GBAS (glioblastoma amplified sequence), is a 286 NIPSNAP2 (Y-12) is recommended for detection of NIPSNAP2 of mouse, rat
amino acid protein that is abundantly expressed in heart and skeletal muscle. and human origin by Western Blotting (starting dilution 1:200, dilution range
Belonging to the NIPSNAP family, NIPSNAP2 may be involved in vesicular 1:100-1:1000), immunofluorescence (starting dilution 1:50, dilution range
transport. NIPSNAP2 contains a signal peptide, a transmembrane domain and 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution range 1:30-
two tyrosine phosphorylation sites. NIPSNAPZ2 is encoded by a gene mapping 1:3000); non cross-reactive with NIPSNAP1, NIPSNAP3A or NIPSNAP3B;

to human chromosome 7p11.2. Chromosomal region 7p12 is amplified in may cross-react with D4AST in mouse or rat.

approximately 40% of glioblastomas, the most common and malignant form Suitable for use as control antibody for NIPSNAP2 SiRNA (h): sc-89886
of central nervous system tumor. Human chromosome 7 houses over 1,000 NIPSNAPZ SiRNA (m): sc-149979, NIPSNAP2 shRNA Plasmid (h): sc—8988'6—SH

. 0 .
genes and comprises nearly 5% of the human genome. Defects in some of NIPSNAP2 shRNA Plasmid (m): sc-149979-SH, NIPSNAP2 shRNA (h)

the genes localized to chromosome 7 have been linked to Osteogenesis Lentiviral Particles: sc-89886-V and NIPSNAP2 shRNA (m] Lentiviral
imperfecta, Williams-Beuren syndrome, Pendred syndrome, Lissencephaly, Particles: 30_14997'9_\/

Citrullinemia and Shwachman-Diamond syndrome.

Molecular Weight of NIPSNAP2: 34 kDa.
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|STORAGE |

Store at 4° C, **DQ NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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Genetic locus: GBAS (human) mapping to 7p11.2; Gbas (mouse) mapping

to 5 G1.3.

[SOURCE

NIPSNAPZ (Y-12) is an affinity purified goat polyclonal antibody raised
against a peptide mapping within an internal region of NIPSNAP2 of human
origin.

MONOS Try NIPSNAP1/2 (F-4): sc-393201, our highly
recommended monoclonal alternative to NIPSNAP2
(Y-12).
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[PRODUCT |

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

Blocking peptide available for competition studies, sc-138478 P, (100 pg
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
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