SANTA CRUZ BIOTECHNOLOGY, INC.

ADH7 (D-13): sc-161312

The Power to Question

|[BACKGROUND | |SOURCE

ADH7 (alcohol dehydrogenase 7 (class IV), u or o polypeptide), also known ADH7 (D-13) is an affinity purified goat polyclonal antibody raised against a
as ADH4, retinol dehydrogenase or gastric alcohol dehydrogenase, is a 386 peptide mapping within an internal region of ADH7 of human origin.

amino acid protein belonging to the zinc-containing alcohol dehydrogenase
family and the class-IV subfamily. Seven different human ADH isozymes exist: | PRODUCT |
three belong to class-I: o, B and y; one to class-Il: 7t; one to class-lll: ; one
to class-IV: ADH7; and one to class-V: ADHG. Encoded by a gene that maps
to human chromosome 4q23, ADH7 localizes to the cytoplasm and is prefer-
entially expressed in stomach, but, unlike other family members, is absent ~ Blocking peptide available for competition studies, sc-161312 P, (100 pg
from liver. ADH7 is a homodimer that binds two zinc ions per subunit and con-  Peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
tains nine exons. ADH7 participates in the synthesis of retinoic acid, a hor-
mone important for cellular differentiation. Variations in ADH7 may be associ- | APPLICATIONS |
ated with alcohol dependence. ADH7 may also play a role in protection against ~ ADH7 (D-13) is recommended for detection of ADH7 of mouse, rat and

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

aerodigestive tract cancer. human origin by Western Blotting (starting dilution 1:200, dilution range
1:100-1:1000), immunofluorescence (starting dilution 1:50, dilution range
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For research use only, not for use in diagnostic procedures.

See our web site at www.scbt.com or our catalog for detailed protocols and
support products.

| CHROMOSOMAL LOCATION |

Genetic locus: ADH7 (human) mapping to 4q23; Adh7 (mouse) mapping to
3G3.
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