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|[BACKGROUND | |SOURCE

CCDC110 (coiled-coil domain containing 110), also known as CT52 (cancer/ ~ CCDC110 (N-13) is an affinity purified goat polyclonal antibody raised against
testis antigen 52) or cancer/testis antigen KM-HN-1, is an 833 amino acid a peptide mapping near the N-terminus of CCDC110 of human origin.
nuclear protein expressed in testis and various tumors. Considered a potential
candidate for development of a cancer vaccine, CCDC110 exists as two alter- | PRODUCT
natively spliced isoforms and is encoded by a gene that maps to human chro-
mosome 4q35.1. Representing approximately 6% of the human genome, chro-
mosome 4 contains nearly 900 genes. Notably, the Huntingtin gene, which is
found to encode an expanded glutamine tract in cases of Huntington’s disease,  Blocking peptide available for competition studies, sc-163988 F, (100 g
is on chromosome 4. FGFR-3 is also encoded by a gene located on chromo-  Peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
some 4 and has been associated with thanatophoric dwarfism, achondropla-
sia, Muenke syndrome and bladder cancer. Chromosome 4 is also tied to Ellis- | APPLICATIONS |
van Creveld syndrome, methylmalonic acidemia and polycystic kidney disease. ~ CCDC110 (N-13) is recommended for detection of CCDC110 of mouse, rat
Chromosome 4 reportedly contains the largest gene deserts (regions of the  and human origin by Western Blotting (starting dilution 1:200, dilution range
genome with no protein encoding genes) and has one of the two lowest 1:100-1:1000), immunofluorescence (starting dilution 1:50, dilution range
recombination frequencies of the human chromosomes. 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution range
1:30-1:3000); non cross-reactive with other CCDC family members.
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Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.
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Acad. Sci. USA 99: 15554-15559. Store at 4° C, **D0O NOT FREEZE**. Stable for one year from the date of
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| CHROMOSOMAL LOCATION |

Genetic locus: CCDC110 (human) mapping to 4g35.1; Ccdc110 (mouse)
mapping to 8 B1.1.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.
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