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|BACKGROUND | [SOURCE |
Spliceosomes are multi-protein complexes that are composed of snRNPs Snrp116 (G-15) is an affinity purified goat polyclonal antibody raised against
(small nuclear ribonucleoproteins) and a variety of associated protein factors, a peptide mapping within an internal region of Snrp116 of human origin.

all of which work in concert to regulate the splicing of pre-mRNA. Snrp116,
also known as EFTUD? (elongation factor Tu GTP binding domain containing | PRODUCT |
2) or Snu114, is a 972 amino acid protein that localizes to the nucleus and
belongs to the GTP-binding elongation factor family. Existing as a component
of the multi-protein U5 snRNP spliceosome complex, Snrp116 plays an impor-
tant role in pre-mRNA splicing, as well as in the recycling of spliceosomal Blocking peptide available for competition studies, sc-165510 F. {100 g
snRNPs. The gene encoding Snrp116 maps to human chromosome 17, which peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

comprises over 2.5% of the human genome and encodes over 1,200 genes.

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.
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[CHROMOSOMAL LOCATION |

Genetic locus: EFTUD2 (human) mapping to 17q21.31; Eftud2 (mouse) mapping
to 11 E1.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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