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BACKGROUND | [STORAGE

In eukaryotic cells, selective breakdown of cellular proteins is ensured by
their ubiquitination and subsequent degradation by the 26S Proteasome.
The 26S Proteasome is a protease complex that selectively breaks down
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proteins that have been modified by polyubiquitin chains. It is made up of | DATA

two multisubunit complexes: the 20S Proteasome chamber, which serves
as the proteolytic core of the complex, and two 19S regulatory particles A B C D E F
which recognize and unfold ubiquitinated proteins. PSMD1 (proteasome

A B C D E F

(prosome, macropain) 26S subunit, non-ATPase 1), also known as S1 or 10K = _ O ——— - PS\D1
p112, is a regulatory component of the 26S Proteasome. It is widely ex- WE® e W - PV 90K-
pressed with highest expression levels found in skeletal muscle and heart. 0K- .
PSMD?1 is the largest of at least 11 non-ATPase regulatory subunits of the
43K -

19S regulator lid and is implicated in substrate recognition and binding.

[ CHROMOSOMAL LOCATION |

Genetic locus: PSMD1 (human) mapping to 2g37.1; Psmd1 (mouse) mapping
to 1 C5.

PSMD1 (C-7): sc-166038. Western blot analysis of
PSMD1 expression in Hep G2 (A), K-562 (B), Jurkat (C),
JAR (D), Hela (E) and Sol8 (F) whole cell lysates.
Detection reagent used: m-lgGy,;, BP-HRP: sc-542741.

PSMD1 (C-7): sc-166038. Western blot analysis of
PSMD1 expression in Sol8 (A), K-562 (B), HEK293 (C),
Jurkat (D), Hela (E) and Hep G2 (F) whole cell lysates.
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[PRODUCT

Each vial contains 200 pg 1gG,,, kappa light chain in 1.0 ml of PBS with < 0.1%
sodium azide and 0.1% gelatin.

PSMD1 (C-7) is available conjugated to agarose (sc-166038 AC), 500 pg/
0.25 ml agarose in 1 ml, for IP; to HRP (sc-166038 HRP), 200 ug/ml, for
WB, IHC(P) and ELISA,; to either phycoerythrin (sc-166038 PE), fluorescein
(sc-166038 FITC), Alexa Fluor® 488 (sc-166038 AF488), Alexa Fluor® 546
(sc-166038 AF546), Alexa Fluor® 594 (sc-166038 AF594) or Alexa Fluor® 647
(sc-166038 AF647), 200 ug/ml, for WB (RGB), IF, IHC(P) and FCM; and to either
Alexa Fluor® 680 (sc-166038 AF680) or Alexa Fluor® 790 (sc-166038 AF790),
200 pg/ml, for Near-Infrared (NIR) WB, IF and FCM.
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| APPLICATIONS

PSMD1 (C-7) is recommended for detection of PSMD1 of mouse, rat and
human origin by Western Blotting (starting dilution 1:100, dilution range
1:100-1:1000), immunoprecipitation [1-2 ug per 100-500 pg of total protein
(1 ml of cell lysate)], immunofluorescence (starting dilution 1:50, dilution
range 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution

range 1:30-1:3000).

Suitable for use as control antibody for PSMD1 siRNA (h): sc-62898, PSMD1
siRNA (m): sc-62899, PSMD1 shRNA Plasmid (h): sc-62898-SH, PSMD1
shBNA Plasmid (m): sc-62899-SH, PSMD1 shRNA (h) Lentiviral Particles:
sc-62898-V and PSMD1 shBRNA (m) Lentiviral Particles: sc-62899-V.

Molecular Weight of PSMD1: 106 kDa.

Positive Controls: Sol8 cell lysate: sc-2249, Hela whole cell lysate: sc-2200
or K-562 whole cell lysate: sc-2203.
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