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|[BACKGROUND | |APPLICATIONS
BAT9, also known as Protein G10 or ZBTB12 (zinc finger and BTB domain con- BAT9 (S-16) is recommended for detection of BAT9 of mouse, rat and human
taining 12), is a 459 amino acid protein that may be involved in transcriptional origin by Western Blotting (starting dilution 1:200, dilution range 1:100-

regulation. BATY localizes to nucleus, contains one BTB (POZ) domain and four 1:1000), immunofluorescence (starting dilution 1:50, dilution range 1:50-
C,H,-type zinc fingers. The BAT9 gene maps to human chromosome 6p21.32. 1:500) and solid phase ELISA (starting dilution 1:30, dilution range 1:30-
Making up nearly 6% of the human genome, chromosome 6 contains around 1:3000); non cross-reactive with other BAT family members.

1,200 genes within 170 million base pairs of sequence. Porphyria cutanea g w1160 for yse as control antibody for BATS siRNA (h): sc-95142, BATS

tarda is associated with chromosome 6 through the HFE gene which, when — gon a () s 141472, BATS SHRNA Plasmid (h): sc-95142-SH, BATS shRNA
mutated, predisposes an individual to developing this porphyria. Notably, the Plasmid (m): sc-141472-SH, BATS shANA (h) Lentiviral Particles: sc-95142-V
PARKZ gene, which is associated with Parkinson's disease, and the genes en- oo coena (m) Lentiviral Particles: sc-141472-V. '

coding the major histocompatiblity complex proteins, which are key molecular
components of the immune system and determine predisposition to rheumatic Molecular Weight of BATS: 49 kDa.
diseases, are also located on chromosome 6.
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[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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[CHROMOSOMAL LOCATION |

Genetic locus: ZBTB12 (human) mapping to 6p21.33; Zbtb12 (mouse) mapping
to 17 B1.

[SOURCE |

BAT9 (S-18) is an affinity purified goat polyclonal antibody raised against a
peptide mapping within an internal region of BAT9 of human origin.

[PRODUCT |

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

Blocking peptide available for competition studies, sc-167178 P, (100 g
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

|STORAGE |

Store at 4° C, **D0 NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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