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|BACKGROUND | [SOURCE |
With approximately 135 million base pairs and 1,400 genes, chromosome 11 TRMT112 (C-14) is an affinity purified goat polyclonal antibody raised against
makes up around 4% of human genomic DNA and is considered a gene and a peptide mapping near the C-terminus of TRMT112 of human origin.

disease association-dense chromosome. The chromosome 11-encoded Atm

gene is important for regulation of cell cycle arrest and apoptosis following | PRODUCT |
double strand DNA breaks. Atm mutation leads to the disorder known as
ataxia-telangiectasia. The blood disorders Sickle cell anemia and {§ thalasse-
mia are caused by HBB gene mutations. Wilms" tumors, WAGR syndrome
and Denys-Drash syndrome are associated with mutations of the WT1 gene.  Blocking peptide available for competition studies, sc-169685 P, (100 g
Jervell and Lange-Nielsen syndrome, Jacabsen syndrome, Niemann-Pick dis-  Peptide in 0.5 mI PBS containing < 0.1% sodium azide and 0.2% BSA).
ease, hereditary angioedema and Smith-Lemli-Opitz syndrome are also associ-
ated with defects in chromosome 11. The TRMT112 gene product has been |APP|—|CAT|ONS |

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

provisionally designated TRMT112 pending further characterization. TRMT112 (C-14) is recommended for detection of TRMT112 of mouse, rat
and human origin by Western Blotting (starting dilution 1:200, dilution range
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[CHROMOSOMAL LOCATION |

Genetic locus: TRMT112 (human) mapping to 11g13.1; Trmt112 (mouse) map-
ping to 19 A.
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Try TRMT112 (F-7): sc-398481, our highly recommended
monoclonal alternative to TRMT112 (C-14).
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