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BACKGROUND

Comparative evaluation of the expression patterns of the human and mouse
genes, combined with previous biochemical and yeast genetic studies, indi-
cate that the Exo1 (Exonuclease I) proteins are important contributors to
chromosome processing during mammalian DNA repair and recombination.
In mice, the mExo1 gene maps to distal chromosome 1, consistent with the
recent mapping of the orthologous human HEX1/ hEXO1 gene to chromo-
some 1q42-q43. mExo1 is expressed prominently in testis, an area of active
homologous recombination, and spleen, a prominent lymphoid tissue. In both
mammalian and yeast systems, Exo1 is a 5'-3' double stranded DNA exonu-
clease that has previously been implicated in DNA mismatch repair (MMR).
The mismatch repair (MMR) system ensures genome integrity by removing
mispaired and unpaired bases that originate during replication. In humans,
Exo1 interacts with MSH2 and MLH1 and has been proposed to be a redun-
dant exonuclease in MMR. In both mammalian and yeast systems, Exo1
plays a structural role in MMR and stabilizes multiprotein complexes con-
taining a number of MMR proteins.
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SOURCE

Exo1 (yD-17) is an affinity purified goat polyclonal antibody raised against a
peptide mapping within an internal region of Exo1 of Saccharomyces cere-
visiae origin.

PRODUCT

Each vial contains 200 µg IgG in 1.0 ml of PBS with < 0.1% sodium azide and
0.1% gelatin.

Blocking peptide available for competition studies, sc-19913 P, (100 µg pep-
tide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

APPLICATIONS

Exo1 (yD-17) is recommended for detection of Exo1 of Saccharomyces
cerevisiae origin by Western Blotting (starting dilution 1:200, dilution range
1:100-1:1000) and solid phase ELISA (starting dilution 1:30, dilution range
1:30-1:3000).

Molecular Weight of Exo1: 92 kDa.

RECOMMENDED SECONDARY REAGENTS

To ensure optimal results, the following support (secondary) reagents are
recommended: 1) Western Blotting: use donkey anti-goat IgG-HRP: sc-2020
(dilution range: 1:2000-1:100,000) or Cruz Marker™ compatible donkey anti-
goat IgG-HRP: sc-2033 (dilution range: 1:2000-1:5000), Cruz Marker™
Molecular Weight Standards: sc-2035, TBS Blotto A Blocking Reagent:
sc-2333 and Western Blotting Luminol Reagent: sc-2048.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

PROTOCOLS

See our web site at www.scbt.com or our catalog for detailed protocols
and support products.


