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|[BACKGROUND | |SOURCE

ACCSL (1-aminocyclopropane-1-carboxylate synthase homolog (Arabidop- ACCSL (S-20) is an affinity purified goat polyclonal antibody raised against
sis)non-functional)-like), also known as ACC synthase-like protein 2, is a 568 a peptide mapping within an internal region of ACCSL of human origin.
amino acid protein that belongs to the class-I pyridoxal-phosphate-dependent

aminotransferase family. ACCSL participates in 1-aminocyclopropane-1-car- | PRODUCT

boxylate synthase activity, catalytic activity, pyridoxal phosphate binding and
transferase activity for nitrogenous groups. ACCSL is similar to plant 1-
aminocyclopropane-1-carboxylate synthases, however it lacks a number of
residues necessary for activity. ACCSL is encoded by a gene that maps to Blocking peptide available for competition studies, sc-244861 P, (100 pg
human chromosome 11, which houses over 1,400 genes and comprises nearly ~ Peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
4% of the human genome. Jervell and Lange-Nielsen syndrome, Jacobsen

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

syndrome, Niemann-Pick disease, hereditary angioedema and Smith-Lemli- |APPL|CAT|ONS
Opitz syndrome are associated with defects in genes that maps to chromo- ACCSL (S-20) is recommended for detection of ACCSL of human origin by
some 11. Western Blotting (starting dilution 1:200, dilution range 1:100-1:1000),
immunofluorescence (starting dilution 1:50, dilution range 1:50-1:500) and
| REFERENCES | solid phase ELISA (starting dilution 1:30, dilution range 1:30-1:3000).
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| CHROMOSOMAL LOCATION |
Genetic locus: ACCSL (human) mapping to 11p11.2.

|RESEARCH USE |

For research use only, not for use in diagnostic procedures.
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