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|[BACKGROUND | |SOURCE

Zinc-finger proteins contain DNA-binding domains and have a wide variety of ZNF366 (P-16) is an affinity purified goat polyclonal antibody raised against
functions, most of which encompass some form of transcriptional activation a peptide mapping near the N-terminus of ZNF366 of human origin.

or repression. The majority of zinc-finger proteins contain a Kriippel-type DNA
binding domain and a KRAB domain, which is thought to interact with KAP1, | PRODUCT
thereby recruiting histone modifying proteins. ZNF366 (zinc-finger protein 366)
is a 744 amino acid nuclear protein that contains eleven C,H,-type zinc fingers
and is thought to function in transcriptional regulation. The gene encoding
ZNF366 maps to human chromosome 5, which contains 181 million base pairs  Blocking peptide available for competition studies, sc-249874 P, (100 pg
and comprises nearly 6% of the human genome. Deletion of the p arm of peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

chromosome 5 leads to Cri du chat syndrome, while deletion of the g arm of
chromosome 5 altogether is common in therapy-related acute myelogenous | APPLICATIONS |

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

leukemias and myelodysplastic syndrome. ZNF366 (P-16) is recommended for detection of ZNF366 of mouse, rat and
human origin by Western Blotting (starting dilution 1:200, dilution range
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| CHROMOSOMAL LOCATION |

Genetic locus: ZNF366 (human) mapping to 5q13.2; Zfp366 (mouse) mapping
to 13 D1.

[STORAGE |

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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