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BACKGROUND

[STORAGE

The finding that mutations in DNA mismatch repair genes are associated

with hereditary nonpolyposis colorectal cancer (HNPCC) has resulted in con-
siderable interest in the understanding of the mechanism of DNA mismatch
repair. Initially, inherited mutations in the MSH2 and MLH1 homologs of the
bacterial DNA mismatch repair genes MutS and MutL were demonstrated

at high frequency in HNPCC and were shown to be associated with micro-

satellite instability. The demonstration that 10 to 45% of pancreatic, gas-
tric, breast, ovarian and small cell lung cancers also display microsatellite
instability has been interpreted to suggest that DNA mismatch repair is not
restricted to HNPCC tumors but is a common feature in tumor initiation or
progression. Two additional homologs of the prokaryotic MutL gene, desig-
nated PMS1 and PMS2, have been identified and shown to be mutated in
the germline of HNPCC patients.

[ CHROMOSOMAL LOCATION

Genetic locus: PMS2 (human) mapping to 7p22.1; Pms2 (mouse) mapping
to 5 G2.

[SOURCE

PMS2 (B-3) is a mouse monoclonal antibody raised against amino acids
563-862 of PMS2 of human origin.

[PRODUCT

|

Each vial contains 200 pg IgG, kappa light chain in 1.0 ml of PBS with <0.1%
sodium azide and 0.1% gelatin.

PMS2 (B-3) is available conjugated to agarose (sc-25315 AC), 500 pg/0.25 ml
agarose in 1 ml, for IP; to HRP (sc-25315 HRP), 200 pg/ml, for WB, IHC(P)
and ELISA; to either phycoerythrin (sc-25315 PE), fluorescein (sc-25315 FITC),
Alexa Fluor® 488 (sc-25315 AF488), Alexa Fluor® 546 (sc-25315 AF546),
Alexa Fluor® 594 (sc-25315 AF594) or Alexa Fluor® 647 (sc-25315 AF647),
200 pg/ml, for WB (RGB), IF, IHC(P) and FCM; and to either Alexa Fluor® 680
(sc-25315 AF680) or Alexa Fluor® 790 (sc-25315 AF790), 200 pg/ml, for
Near-Infrared (NIR) WB, IF and FCM.

Alexa Fluor” is a trademark of Molecular Prabes, Inc., Oregon, USA

| APPLICATIONS

PMS2 (B-3) is recommended for detection of PMS2 of mouse, rat and
human origin by Western Blotting (starting dilution 1:100, dilution range
1:100-1:500), immunoprecipitation [1-2 pg per 100-500 pg of total protein
(1 ml of cell lysate)], immunofluorescence (starting dilution 1:50, dilution
range 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution
range 1:30-1:3000).

Suitable for use as control antibody for PMS2 siRNA (h): sc-36287, PMS2
siRNA (m): sc-36288, PMS2 shRNA Plasmid (h): sc-36287-SH, PMS2 shRNA
Plasmid (m): sc-36288-SH, PMS2 shRNA (h) Lentiviral Particles: sc-36287-V
and PMS2 shRNA (m) Lentiviral Particles: sc-36288-V.

Molecular Weight of PMS2: 110 kDa.

Positive Controls: HeLa whole cell lysate: sc-2200, NIH/3T3 whole cell lysate:
sc-2210 or A-431 nuclear extract: sc-2122.

Store at 4° C, **D0O NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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PMS2 (B-3): sc-25315. Western blot analysis of PMS2
expression in NIH/3T3 (A) and L6 (B) whole cell lysates.

PMS2 (B-3) Alexa Fluor® 647: sc-25315 AF647. Direct
fluorescent western blot analysis of PMS2 expression
in HeLa (A), NIH/3T3 (B), AN3 CA (C) and U-698-M (D)
whole cell lysates and A-431 nuclear extract (E).

Blocked with UltraCruz® Blocking Reagent: sc-516214
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