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BACKGROUND 

Modification of cellular proteins by the ubiquitin-like protein SUMO provides
an essential function for nuclear processes and cell cycle progression in yeast.
In Saccharomyces cerevisiae, both sumoylating and desumoylating activities
are essential for viability. Yeast contains two SUMO-1-deconjugating enzymes,
Ulp1 and Ulp2, that localize to nuclear pores and in the nucleoplasm, respec-
tively. The yeast Ubl-specific protease, Ulp1, catalyzes two essential functions
in the SUMO pathway: processing of full-length SUMO to its mature form and
deconjugation of SUMO from targeted proteins. Ulp1 cleaves proteins from
Smt3 and SUMO-1, but not from ubiquitin. Proteins related to Ulp1 are pres-
ent in many organisms, including several human path-ogens. The catalytic 
C-domain of Ulp1 must be excluded from the nucleoplasm for cell viability.
This is achieved by the noncatalytic N-domain, which tethers Ulp1 to the
nuclear pores. This location could allow Ulp1 to remove SUMO-1 from sumo-
ylated cargo proteins during their passage through the nuclear pore channel.
However, the bulk of cellular Ulp1 does not associate with nucleoporins, but
instead associates with three karyopherins Pse1, Kap95, and Kap60.
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SOURCE 

Ulp1 (yC-15) is an affinity purified goat polyclonal antibody raised against a
peptide mapping near the C-terminus of Ulp1 of Saccharomyces cerevisiae
origin.

PRODUCT 

Each vial contains 200 µg IgG in 1.0 ml of PBS with < 0.1% sodium azide and
0.1% gelatin.

Blocking peptide available for competition studies, sc-27058 P, (100 µg 
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

STORAGE 

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

APPLICATIONS 

Ulp1 (yC-15) is recommended for detection of Ulp1 of Saccharomyces cere-
visiae origin by Western Blotting (starting dilution 1:200, dilution range
1:100-1:1000) and solid phase ELISA (starting dilution 1:30, dilution range
1:30-1:3000).

RECOMMENDED SECONDARY REAGENTS 

To ensure optimal results, the following support (secondary) reagents are
recommended: 1) Western Blotting: use donkey anti-goat IgG-HRP: sc-2020
(dilution range: 1:2000-1:100,000) or Cruz Marker™ compatible donkey 
anti-goat IgG-HRP: sc-2033 (dilution range: 1:2000-1:5000), Cruz Marker™
Molecular Weight Standards: sc-2035, TBS Blotto A Blocking Reagent: 
sc-2333 and Western Blotting Luminol Reagent: sc-2048.

RESEARCH USE 

For research use only, not for use in diagnostic procedures.

PROTOCOLS 

See our web site at www.scbt.com or our catalog for detailed protocols
and support products.


