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The Power to Question

|BACKGROUND | |PRODUCT
The second largest human chromosome, 2 consists of 237 million bases Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
encoding over 1,400 genes and making up approximately 8% of the human and 0.1% gelatin.

genome. A number of genetic diseases are linked to genes on chromosome
2. Harlequin icthyosis, a rare and morbid skin deformity, is associated with
mutations in the ABCA12 gene. The lipid metabolic disorder sitosterolemia
is associated with ABCG5 and ABCG8. An extremely rare recessive genetic

Blocking peptide available for competition studies, sc-324078 P, (100 ug
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

disorder, Alstrdm syndrome is due to mutations in the ALMS1 gene. Intere- |APP“CATIONS |
stingly, chromosome 2 contains what appears to be a vestigial second cen- LOC729468 (C-15) is recommended for detection of LOC729468 of human
tromere and vestigial telomeres which gives credence to the hypothesis that origin by Western Blotting (starting dilution 1:200, dilution range 1:100-
human chromosome 2 is the result of an ancient fusion of two ancestral 1:1000), immunofluorescence (starting dilution 1:50, dilution range 1:50-
chromosomes seen in modern form today in apes. The LOC729468 gene 1:500) and solid phase ELISA (starting dilution 1:30, dilution range 1:30-
product has been provisionally designated LOC729468 pending further char- ~ 1:3000).
acterization. Suitable for use as control antibody for LOC729468 siRNA (h): sc-94450,
L0C729468 shRNA Plasmid (h): sc-94450-SH and LOC729468 shRNA (h)
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|CHROMOSOMAL LOCATION |
Genetic locus: LOC729468 (human) mapping to 2q13.

[SOURCE

LOC729468 (C-15) is an affinity purified goat polyclonal antibody raised
against a peptide mapping at the C-terminus of LOC729468 of human origin.

|STORAGE |

Store at 4° C, **D0 NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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