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SOURCE

ATRX (2193-2492) is expressed in E. coli as a 60 kDa tagged fusion protein
corresponding to amino acids 2193-2492 of ATRX of human origin.

PRODUCT

ATRX (2193-2492) is purified from bacterial lysates (>98%) by glutathione
agarose affinity chromatography; supplied as 10 µg in 0.1 ml SDS-PAGE
loading buffer.

APPLICATIONS

ATRX (2193-2492)) is suitable as a Western blotting control for sc-10080
and sc-15408.

STORAGE

Store at -20° C; stable for one year from the date of shipment.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

BACKGROUND

ATRX is a member of the SNF2 family of helicase/ATPases, which contribute
to the remodeling of the nucelosome structure in an ATP-dependent manner,
and facilitate the initiation of transcription and replication. Structurally,
ATRX contains a PHD zinc finger motif and is expressed as a 280 kDa pro-
tein. ATRX is regulated throughout the cell cycle where it is differentially
distributed within the nucleus. During interphase, ATRX predominately
associates with the nuclear matrix, while during mitosis, ATRX localizes with
condensed chromatin. At the onset of M phase, phosphorylation rapidly
induces this redistribution of ATRX to the short arms of human acrocentric
chromosomes, where it then specifically complexes with heterochromatin
protein 1 alpha to mediate chromosomal segregation. Mutations in the ATRX
gene correlate with a high incidence of severe X-linked form of syndromal
mental retardation associated with alpha thalassaemia, or ATR-X syndrome.
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