
SANTA CRUZ BIOTECHNOLOGY, INC.

ATR (201-340): sc-4476 WB

Santa Cruz Biotechnology, Inc. 1.800.457.3801 831.457.3800 fax 831.457.3801 Europe +00800 4573 8000 49 6221 4503 0 www.scbt.com

PRODUCT

ATR (201-340) is purified from bacterial lysates (>98%) by glutathione
agarose affinity chromatography; supplied as 10 µg in 0.1 ml SDS-PAGE
loading buffer.

APPLICATIONS

ATR (201-340) is suitable as a Western blotting control for sc-15406 and
sc-19761.8

STORAGE

Store at -20° C; stable for one year from the date of shipment.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

BACKGROUND

Members of the PIK (phosphatidylinositol kinase)-related kinase family are
high molecular weight kinases involved in cell cycle progression, DNA recom-
bination and detection of DNA damage. One member of the PI 3-/PI 4-kinase
family is ATR (ataxia-telangiectasia- and Rad3-related), also known as FRP1
(for FRAP-related protein 1). ATR is most closely related to ATM, a protein
kinase encoded by the gene mutated in ataxia telangiectasia. ATR is also
closely related to three of the family members involved in checkpoint function:
Mei-41 (Drosophila), Mec1p (S. cerevisiae) and Rad3 (Schizosaccharomyces
pombe), and as such may be the functional human counterpart of these pro-
teins. This kinase has been shown to phosphorylate checkpoint kinase CHK1,
checkpoint proteins Rad17 and Rad9, as well as tumor suppressor protein
BRCA1. In addition, ATR is essential for early embryonic development. The
protein encoded by the human ATR gene localizes to intranuclear foci after
DNA damage or inhibition of replication.
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SOURCE

ATR (201-340) is expressed in E. coli as a 42 kDa tagged fusion protein
corresponding to amino acids 201-340 of ATR of human origin.


