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|BACKGROUND | |STORAGE

Sirtuins (SIRT1-7) are human homologs of the yeast Sir2 (silent information
regulator-2) protein and are divided into four main classes: SIRT1-3 are class |,
SIRT4 is class Il, SIRTS is class Ill and SIRT6-7 are class V. In S. cerevisiae,
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Sir2 deacetylates histones in a NAD-dependent manner, which regulates | DATA

silencing at the telomeric, rDNA (ribosomal DNA) and silent mating-type loci.

The human SIRT proteins are NAD-dependent deacetylases that act as intra- A B

cellular regulators and are thought to have ribosyltransferase activity. SIRT6 72K 59k

(sirtuin 6), also known as SIR2L6, is a 355 amino acid protein that contains 55K~ 43K'- £~ SIRTS fusion
one deacetylase sirtuin-type domain and belongs to the sirtuin family. Localized k- ¢ s K- protein

to the nucleus, SIRT6 functions as an NAD*-dependent Histone H3 lysine 9 ’ 26K~

(H3K9) deacetylase that modulates telomeric chromatin and is involved in DNA He 17K-

repair and telomeric longevity. SIRT6 binds zinc as a cofactor and is expressed %K=

as four isoforms that are produced as a result of alternative splicing events.

|CHROMOSOMAL LOCATION

Genetic locus: SIRT6 (human) mapping to 19p13.3.

[SOURCE

SIRT6 (2GTH1) is a mouse monoclonal antibody raised against a partial
recombinant protein corresponding to amino acids 141-250 of SIRT6 of
human origin.

[PRODUCT

Each vial contains 50 pg 1G4 kappa light chain in 0.5 ml of PBS with < 0.1%
sodium azide and 0.1% gelatin.

|APPLICATIONS

SIRT6 (2G1H1) is recommended for detection of SIRT6 of human origin by
Western Blotting (starting dilution 1:200, dilution range 1:100-1:1000), immu-
noprecipitation [1-2 pg per 100-500 pg of total protein (1 ml of cell lysate)],
immunofluorescence (starting dilution 1:50, dilution range 1:50-1:500) and
solid phase ELISA (starting dilution 1:30, dilution range 1:30-1:3000).

Suitable for use as control antibody for SIRT6 siRNA (h): sc-63028, SIRT6
shRNA Plasmid (h): sc-63028-SH and SIRT6 shRNA (h) Lentiviral Particles:
sc-63028-V.

Molecular Weight of SIRT6: 40 kDa.

Positive Controls: human SIRT6 (141-250)-hlgGFc transfected HEK293 whole
cell lysate.

| RECOMMENDED SUPPORT REAGENTS

To ensure optimal results, the following support reagents are recommended:
1) Western Blotting: use m-lgGi BP-HRP: sc-516102 or m-lgGk BP-HRP (Cruz
Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:
sc-516214 and Western Blotting Luminol Reagent: sc-2048. 2) Immunopre-
cipitation: use Protein A/G PLUS-Agarose: sc-2003 (0.5 ml agarose/2.0 ml).
3) Immunofluorescence: use m-lgGk BP-FITC: sc-516140 or m-lgGk BP-PE:
sc-516141 (dilution range: 1:50-1:200) with UltraCruz® Mounting Medium:
sc-24941 or UltraCruz® Hard-set Mounting Medium: sc-359850.

SIRT6 (2GTH1): sc-517196. Western blot analysis of
SIRT6 expression in non-transfected (A) and human
SIRT6 (141-250)-hlgGFc transfected (B) HEK293 whole
cell lysates.

SIRT6 (2GTH1): sc-517196. Western blot analysis of
human recombinant SIRT6 (141-250) fusion protein.
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|RESEARCH USE

For research use only, not for use in diagnostic procedures.

Santa Cruz Biotechnology, Inc.  1.800.457.3801  831.457.3800

fax 831.457.3801

Europe +00800 4573 8000 49622145030 www.scht.com



