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|BACKGROUND | |CHROMOSOMAL LOCATION

GOLPH3 (Golgi phosphoprotein 3), also known as GOPP1, GPP34 or MIDAS, is Genetic locus: GOLPH3 (human) mapping to 5p13.3.
a 298 amino acid protein that localizes to both the cytoplasm and the Golgi

stack membrane where it is thought to play a regulatory role in protein traf- | SOURCE

ficking within the Golgi. GOLPH3 is subject to post-translational phosphory-
lation and is encoded by a gene which maps to human chromosome 5.
Chromosome 5 contains 181 million base pairs and comprises nearly 6% of

GOLPH3 (905CT9.1.1) is a mouse monoclonal antibody raised against
purified His-tagged GOLPH3 protein fragment of human origin.

the human genome. Chromosome 5 is associated with Cockayne syndrome | PRODUCT

through the ERCC8 gene and familial adenomatous polyposis through the
adenomatous polyposis coli (APC) tumor suppressor gene. Treacher Collins
syndrome is also chromosome 5-associated and is caused by insertions or

Each vial contains 100 pg IgGy in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

deletions within the TCOF1 gene. Deletion of the p arm of chromosome 5

leads to Cri du chat syndrome, while deletion of the g arm or of chromosome 5 | APPLICATIONS
altogether is common in therapy-related acute myelogenous leukemias and GOLPH3 (905CT9.1.1) is recommended for detection of GOLPH3 of human
myelodysplastic syndrome. origin by Western Blotting (starting dilution 1:200, dilution range 1:100-
1:1000) and immunoprecipitation [1-2 pg per 100-500 pg of total protein
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