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|BACKGROUND | |PRODUCT |

The AAA ATPase family of molecular chaperones is characterized by a highly ~ Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
conserved AAA motif. Composed of 200-250 residues, the AAA domain con- and 0.1% gelatin.

tains Walker homology sequences and imparts ATPase activity. Members of
the AAA ATPase family act as DNA helicases or transcription factors and are
thought to be involved in several cellular functions, such as cell-cycle regula-
tion, protein proteolysis, organelle biogenesis and vesicle-mediated protein

transport. ATAD5 (ATPase family, AAA domain containing 5), also known as |APPLICATIONS |
chromosome fragility-associated gene 1 protein, FRAGT or ELG1, isa 1,844  ATADS (C-18) is recommended for detection of ATADS of human origin by
amino acid nuclear protein that is involved in the DNA damage response and ~ Western Blotting (starting dilution 1:200, dilution range 1:100-1:1000),

Blocking peptide available for competition studies, sc-54590 P, (100 pg
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

belongs to the AAA ATPase family. Existing as two alternatively spliced iso-  immunofluorescence (starting dilution 1:50, dilution range 1:50-1:500) and
forms, ATADS interacts with Rad9 in growing cells where it assists in interac-  Solid phase ELISA (starting dilution 1:30, dilution range 1:30-1:3000).
tions between Rad9 and Bel-2. ATAD5 (C-18) is also recommended for detection of ATADS in additional

species, including canine, bovine and porcine.

Suitable for use as control antibody for ATADS siRNA (h): sc-62347, ATAD5
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See our web site at www.scht.com or our catalog for detailed protocols and
support products.

|CHROMOSOMAL LOCATION |
Genetic locus: ATAD5S (human) mapping to 17q11.2.

[SOURCE |

ATAD5 (C-18) is an affinity purified goat polyclonal antibody raised against a
peptide mapping near the C-terminus of ATAD5 of human origin.

Santa Cruz Biotechnology, Inc.  1.800.457.3801 831.457.3800 fax 831.457.3801 [Europe +00800 4573 8000 49622145030 www.scht.com



