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|BACKGROUND | |SOURCE
Eukaryotic histones are water soluble, basic nuclear proteins that form hetero- MacroH2A (H-20) is an affinity purified goat polyclonal antibody raised
octameric nucleosome particles by wrapping 146 base pairs of DNA in a against a peptide mapping within an internal region of MacroH2A of
left-handed super-helical turn sequentially to form chromosomal fiber. Two mouse origin.

molecules of each of the four core histones (H2A, H2B, H3, and H4) form the

octamer. The octamer consists of two HZA-H2B dimers and two H3-H4 dimers, | PRODUCT

forming two nearly symmetrical halves by tertiary structure. MacroH2A, also
called core histone MacroH2A2 (mH2A2), is a variant Histone H2A, originally
isolated in rat liver, that is nearly three times as large as conventional H2A.

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

MacroH2A may be involved in stable X chromosome inactivation as it is Blocking peptide available for competition studies, sc-54843 P, (100 pg
enriched in inactive X chromosome chromatin. peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
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|CHROMOSOMAL LOCATION |
Genetic locus: H2afy2 (mouse) mapping to 10 B4.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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