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|BACKGROUND |

|STORAGE |

The transcription factor polyomavirus enhancer binding protein 2 (PEBP2), also
designated Osf2 (osteoblast-specific transcription factor), CBFAT (core binding
factor) and AML3 (acute myeloid leukemia), is composed of two subunits, o
and B, which are essential for the regulation of hematopoiesis and osteoge-
nesis. The PEBP2a subunits, PEBP2alA, PEBP2aiB and PEBP2alC, are encoded
by three RUNX genes, all of which contain a 128-amino acid region homolo-
gous to the highly conserved Drosophila segmentation gene, Runt. This region
is involved in DNA binding and heterodimerization with the regulatory (3 sub-
unit, which facilitates DNA binding of the o subunit. Both subunits are re-
quired for in vivo function; the disruption of either gene results in a lack of
definitive hematopoiesis followed by embryo death in utero due to hemor-
rhage in the central nervous system. The gene encoding PEBP2 is the target
of chromosomal inversion 16 (p13;q22) with the smooth muscle Myosin heavy
chain, producing a chimeric gene, PEBP23/CBFB-SMMHC, that is associated
with human acute myeloid leukemia.

|CHROMOSOMAL LOCATION |

Genetic locus: CBFB (human) mapping to 16q22.1; Cbfb (mouse) mapping
to 8 D3.

[SOURCE |

PEBP2 (141,4,1) is a mouse monaclonal antibody raised against amino acids
1-141 of PEBP2f3 of mouse origin.

[PRODUCT |

Each vial contains 200 g IgG, kappa light chain in 1.0 ml of PBS with < 0.1%
sodium azide and 0.1% gelatin.

PEBP2f (141,4,1) is available conjugated to agarose (sc-56751 AC), 500 pg/
0.25 ml agarose in 1 ml, for IP; to HRP (sc-56751 HRP), 200 pg/ml, for
WB, IHC(P) and ELISA; to either phycoerythrin (sc-56751 PE), fluorescein
(sc-56751 FITC), Alexa Fluor® 488 (sc-56751 AF488), Alexa Fluor® 546
(sc-56751 AF546), Alexa Fluor® 594 (sc-56751 AF594) or Alexa Fluor® 647
(sc-56751 AF647), 200 pg/ml, for WB (RGB), IF, IHC(P) and FCM; and to either
Alexa Fluor® 680 (sc-56751 AF680) or Alexa Fluor® 790 (sc-56751 AF790),
200 pg/ml, for Near-Infrared (NIR) WB, IF and FCM.

|APPLICATIONS |

PEBP2f (141,4,1) is recommended for detection of PEBP2f of mouse, rat and
human origin by Western Blotting (starting dilution 1:200, dilution range

1:100-1:1000), immunoprecipitation [1-2 ug per 100-500 pg of total protein
(1 ml of cell lysate)], immunofluorescence (starting dilution 1:50, dilution
range 1:50-1:500) and immunohistochemistry (including paraffin-embedded
sections) (starting dilution 1:50, dilution range 1:50-1:500).

Suitable for use as control antibody for PEBP2{ siRNA (h): sc-37681, PEBP2f3
siRNA (m): sc-37682, PEBP23 shRNA Plasmid (h): sc-37681-SH, PEBP2B
shRNA Plasmid (m): sc-37682-SH, PEBP2f3 shRNA (h) Lentiviral Particles:
sc-37681-V and PEBP2[3 shRNA (m) Lentiviral Particles: sc-37682-V.

Molecular Weight of PEBP2f3: 22 kDa.
Positive Controls: MEG-01 cell lysate: sc-2283.

Store at 4° C, **D0O NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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PEBP2B (141,4,1): sc-56751. Immunoperoxidase
staining of formalin fixed, paraffin-embedded human
skin tissue showing cytoplasmic staining of epidermal
cells.

PEBP2p (141,4,1): sc-56751. Western blot analysis of
PEBP2p expression in MEG-01 (A), Hela (B) and
K-562 (C) whole cell lysates.
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