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|BACKGROUND | [STORAGE anD RESUSPENSION

The complement component proteins, C1, C3, C4, and C5, are potent anaphy- Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
latoxins that are released during complement activation. Binding of these one year from the date of shipment. Once resuspended, store at -20° C,
proteins to their respective G protein-coupled receptors induces proinflam- avoid contact with RNAses and repeated freeze thaw cycles.

matory events, such as cellular degranulation, smooth muscle contraction,

I’arfchlﬂomctauq r%itabfllsr?r'] cyt0|_<t|rr]1e release, Ieugchyteda(c:t;vau‘or;a a;:n1d tcsl- provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
ular chemotaxis. %1, together with proenzymes Lirand L1s, yield L1, e o0 4 10 uM solution in a 10 pM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
first component of the classical pathway of the serum complement system. .

EDTA buffered solution.

C1 consists of a calcium dependent trimolecular complex of C1r, C1s and

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water

C1qin a 2:2:1 ratio. Activated C1s is in the form of a disulfide-linked het-

. o . . . : |APPLICATIONS
erodimer consisting of a heavy chain and a light chain. Defects in the gene : : — —
encoding for C1s can cause selective C1s deficiency, a disorder character- C1s siRNA (h) is recommended for the inhibition of C1s expression in human
ized by early onset of various autoimmune diseases. cells.
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5. Dragon-Durey, M.A., et al. 2001. Molecular basis of a selective C1s defi- dilution range 1:100-1:1000) or immunofluorescence (starting dilution 1:50,
ciency associated with early onset multiple autoimmune diseases. J. dilution range 1:50-1:500).

Immunol. 166: 7612-7616. ) )
To ensure optimal results, the following support reagents are recommended:

6. Gregqry, LA, et aI: 2003. X-ray structure of the Ca?*-binding interaction 1) Western Blotting: use m-lgGk BP-HRP: sc-516102 or m-lgGk BP-HRP (Cruz
domain of C1s. Insights into the assembly of the C1 complex of comple- Marker): sc-516102-CM (dilution range: 1:1000-1:10000), Cruz Marker™
ment. J. Biol. Chem. 278: 32157-32164. Molecular Weight Standards: sc-2035, UltraCruz® Blocking Reagent:
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|CHROMOSOMAL LOCATION | or UltraCruz® Hard-set Mounting Medium: sc-359850.

Genetic locus: C1S (human) mapping to 12p13.31. | RT-PCR REAGENTS

| PRODUCT | Semi-quantitative RT-PCR may be performed to monitor C1s gene expression
knockdown using RT-PCR Primer: C1s (h)-PR: sc-60301-PR (20 pl). Annealing
temperature for the primers should be 55-60° C and the extension tempera-
ture should be 68-72° C.

C1s siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
knock down gene expression. Each vial contains 3.3 nmol of lyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol

below. Suitable for 50-100 transfections. Also see C1s shRNA Plasmid (h):

sc-60301-SH and C1s shRNA (h) Lentiviral Particles: sc-60301-V as alternate | L5 ) B E
gene silencing products. For research use only, not for use in diagnostic procedures.

For independent verification of C1s (h) gene silencing results, we also pro- | PROTOCOLS

vide the individual siRNA duplex components. Each is available as 3.3 nmol

of lyophilized siRNA. These include: sc-60301A, sc-60301B and sc-60301C. SeedOUf web site at www.scbt.com for detailed protocols and support
products.
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