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BACKGROUND

Paramyxoviruses are negative-sense viruses that belong to the Paramyx-
oviridae family of the Mononegavirales order. Human parainfluenza viruses
(HPIVs) are a group of four individual serotypes (HPIV-1, -2, -3 and -4) of sin-
gle-stranded RNA viruses that are members of the Paramyxoviruses family.
Symptoms of infection with this virus include upper respiratory tract illness
and sore throat. Parainfluenza viruses can only last for a few hours outside
of a live host, and they are destroyed by soap and water. HPIV-1 represents
the most common cause of croup in humans. HPIV-1 also typically causes
other upper and lower respiratory tract illnesses. The Nucleocapsid (NC) of
HPIV-1 consists of its genome and the monomeric protein coat surrounding it.
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SOURCE

Parainfluenza Virus type 1 NC (7F5) is a mouse monoclonal antibody raised
against recombinant Parainfluenza Virus type 1 NC.

PRODUCT

Each vial contains 100 µg IgG1 in 1.0 ml PBS with < 0.1% sodium azide and
0.1% gelatin.

APPLICATIONS

Parainfluenza Virus type 1 NC (7F5) is recommended for detection of
nucleocapsid protein of Parainfluenza Virus type 1 origin by Western
Blotting (starting dilution 1:200, dilution range 1:100-1:1000).

STORAGE

Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

RESEARCH USE

For research use only, not for use in diagnostic procedures.

PROTOCOLS

See our web site at www.scbt.com for detailed protocols and support
products.


