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|BACKGROUND | |PRODUCT

Ubiquitination is an important mechanism through which three classes of Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
enzymes act in concert to target short-lived or abnormal proteins for destruc- ~ and 0.1% gelatin.

tion. The three classes of enzymes involved in ubiquitination are the ubiqui-
tin-activating enzymes (E1s), the ubiquitin-conjugating enzymes (E2s) and the
ubiquitin-protein ligases (E3s). UBC12, also known as UBE2M (ubiquitin-con-

Blocking peptide available for competition studies, sc-79187 P, (100 pg
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

jugating enzyme E2M), hUbc12 or UBC-RS2, is a 183 amino acid member of |APPLICATIONS

the E2 ubiquitin-conjugating enzyme family. UBC12 is linked with NEDD8 - -
{neural precursor cell expressed, developmentally downregulated 8), a ubig- UBC12 (Y-20) is recommended for detection of UBC12 of mouse, rat and

uitin-like protein. Via this interaction, UBC12 facilitates the attachment of human origin b_V Western Blotting (starting dilu_tiog 1:200, di!utipn range
NEDD to proteins targeted for degradation. Due to its ability to control the ~ 1:100-1:1000), immunofiuorescence (starting dilution 1:0, dilution range
conjugation of NEDDS to cellular proteins, UBC12 is thought to play a role in 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution range

cell proliferation events. 1:30-1:3000).

UBC12 (Y-20) is also recommended for detection of UBC12 in additional
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|CHROMOSOMAL LOCATION |

Genetic locus: UBE2ZM (human) mapping to 19q13.43; Ube2m (mouse) MONOS Try UBC12 (D-4): sc-390064 or UBC12 (L-34):
mapping to 7 A1. sc¢-100608, our highly recommended monoclonal
aternatives to UBC12 (Y-20).
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[SOURCE |

UBC12 (Y-20) is an affinity purified goat polyclonal antibody raised against
a peptide mapping within an internal region of UBC12 of human origin.
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