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|BACKGROUND | |CHROMOSOMAL LOCATION
KIAA1704, also known as LSR7 (lipopolysaccharide-specific response protein -~ Genetic locus: KIAA1704 (human) mapping to 13q14.12; 1200011118Rik
7), is a 340 amino acid protein that is encoded by a gene which maps to chro-  (mouse) mapping to 14 D3.

mosome 13. Comprising nearly 4% of human DNA, chromosome 13 contains
around 114 million base pairs and 400 genes. Key tumor suppressor genes on | SOURCE

chromosome 13 include the breast cancer susceptibility gene, BRCA2, and the KIAA1704 (N-15) is an affinity purified rabbit polyclonal antibody raised

RB1 (retinoblastoma) gene. RB1 encodes a crucial tumor suppressor protein against a peptide mapping at the N-terminus of KIAA1704 of human origin.
which, when defective, leads to malignant growth in the retina and has been

implicated in a variety of other cancers. As with most chromosomes, polysomy | PRODUCT
of part or all of chromosome 13 is deleterious to development and decreases
the odds of survival. Trisomy 13, also known as Patau syndrome, is quite dead-
ly and the few who survive past one year suffer from permanent neurologic

Each vial contains 100 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

defects, difficulty eating and vulnerability to serious respiratory infections. Blocking peptide available for competition studies, sc-84511 P, (100 g
There are four isoforms of KIAA1704 that are produced as a result of alter- peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
native splicing events.
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|STORAGE |

Store at 4° C, **DQ NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.
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|RESEARCH USE

For research use only, not for use in diagnostic procedures.
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