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|[BACKGROUND | |SOURCE

The family of P-type adenosine triphosphates (ATPases), which are phosphoryl-  ATP9A (Y-18) is an affinity purified rabbit polyclonal antibody raised against
ated in their intermediate state, are involved in the active transport of charged a peptide mapping within a cytoplasmic domain of ATP9A of human origin.
substrates across biological membranes. Members of this family are ubig-
uitous integral membrane proteins and can be divided into five major groups | PRODUCT |
consisting of several subfamilies each. The P-type ATPase Type IV family

members are characterized as phospholipid pumps and are then divided into
six classes determined by sequence similarity. ATP9A (ATPase class Il type
9A) is a 1,047 multi-pass transmembrane protein that uses ATP to maintain ~ Blocking peptide available for competition studies, sc-85287 F, (100 pg
ion gradients across the cell membrane and may possess some aminophos-  Peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

pholipid translocase activity. ATP9A is strongly expressed in all tissues, with
lower expression found in spleen. There are two named isoforms of ATP9A |APPL|CAT|ONS |

characterized as long and short forms which are a result of alternative splicing ATP9A (Y-18) is recommended for detection of ATP9A of mouse and human

Each vial contains 100 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.

events. origin by Western Blotting (starting dilution 1:200, dilution range 1:100-
1:1000), immunoprecipitation [1-2 pg per 100-500 pg of total protein (1 ml
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| CHROMOSOMAL LOCATION |

Genetic locus: ATP9A (human) mapping to 20q13.2; Atp9a (mouse) mapping | PROTOCOLS |
to 2 H3. See our web site at www.scht.com or our catalog for detailed protocols and
support products.

|RESEARCH USE

For research use only, not for use in diagnostic procedures.
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