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BACKGROUND | [APPLICATIONS

Ubiquitin is an abundant, highly conserved protein found in all eukaryotic Ula1 (yN-19) is recommended for detection of Ula1 of Saccharomyces cere-
cells either free or covalently attached to cellular proteins. The primary func- visiae origin by Western Blotting (starting dilution 1:200, dilution range
tion of ubiquitin in mammalian systems is to clear abnormal, foreign and 1:100-1:1000) and solid phase ELISA (starting dilution 1:30, dilution range

improperly folded proteins by targeting them for proteosome degradation. In 1:30-1:3000).
the yeast Saccharomyces cerevisiae, ubiquitin-like proteins include Rub1,

Ula1, Uba3, Ubc12 and Ubc9. Rub1 shares 53% homology with ubiquitin and \ RECOMMENDED SECONDARY REAGENTS

requires activation via Ulal, Uba3 and Ubc12 in order to conjugate to sub-

¢ : X To ensure optimal results, the following support (secondary) reagents are
strates directed to different proteolytic systems. Skp1 connects cell cycle

S : ) recommended: 1) Western Blotting: use donkey anti-goat IgG-HRP: sc-2020
regulators to the ubiquitin proteolysis machinery. (dilution range: 1:2000-1:100,000) or Cruz Marker™ compatible donkey
anti-goat IgG-HRP: sc-2033 (dilution range: 1:2000-1:5000), Cruz Marker™
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[SOURCE

Ula1 (yN-19) is an affinity purified goat polyclonal antibody raised against a
peptide mapping at the N-terminus of Ula1 of Saccharomyces cerevisiae
origin.

[PRODUCT

Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide and
0.1% gelatin.

Blocking peptide available for competition studies, sc-8930 P, (100 pg pep-
tide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

[STORAGE |

Store at 4° C, **D0O NOT FREEZE**. Stable for one year from the date of
shipment. Non-hazardous. No MSDS required.

[PROTOCOLS

See our web site at www.scbt.com or our catalog for detailed protocols and
support products.
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