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|BACKGROUND | [PRODUCT

MCEE (methylmalonyl CoA epimerase), also known as GLOD2 or DL-methyl- MCEE siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
malonyl-CoA racemase, is a 176 amino acid mitochondrial protein that belongs knock down gene expression. Each vial contains 3.3 nmol of lyophilized

to the glyoxalase | family. MCEE catalyzes the interconversion of D- and L- siRNA, sufficient for a 10 pM solution once resuspended using protocol
methylmalonyl-CoA during the breakdown of branched chain amino acids. The below. Suitable for 50-100 transfections. Also see MCEE shRNA Plasmid (h):
gene encoding MCEE maps to human chromosome 2p13.3. Defects in the sc-95048-SH and MCEE shRNA (h) Lentiviral Particles: sc-95048-V as alter-
MCEE gene are the cause of an autosomal recessive disease known as meth- nate gene silencing products.

ylmalonyl-CoA epimerase deficiency (MCEE deficiency), methylmalonyl-CoA
racemase deficiency or methylmalonic aciduria type 3, which is characterized
by mild to moderate methylmalonic aciduria.

For independent verification of MCEE (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-95048A, sc-95048B and sc-95048C.
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Genetic locus: MCEE (human) mapping to 2p13.3.
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See our web site at www.scht.com for detailed protocols and support
products.
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