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|BACKGROUND | [STORAGE anD RESUSPENSION
Members of the fatty acid desaturase (FADS) family, including FADS1, FADS2 Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
and FADS3, regulate the desaturation of fatty acids by introducing double one year from the date of shipment. Once resuspended, store at -20° C,
bonds between defined carbons of fatty acyl chains, thereby playing an essen- avoid contact with RNAses and repeated freeze thaw cycles.

tial role in the lipid metabolic pathway. Members of this family share N-ter-
minal cytochrome b5-like domains, C-terminal multiple membrane-spanning
desaturase regions and 3 histidine box motifs. FADS? (fatty acid desaturase
2), also known as D6D, DES6, LLCDL2 or TU13, is a 444 amino acid multi-pass
membrane protein that localizes to the endoplasmic reticulum and contains

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

one cytochrome 35 heme-binding domain. Expressed in adult and fetal heart | APPLICATIONS
and in adult liver, brain, lung and retina, FADS2 functions as a component of

a lipid metabolic pathway and catalyzes the first step in the pathway, namely FADS2 siRNA (h) is recommended for the inhibition of FADS2 expression in
the formation of unsaturated fatty acids from polyunsaturated fatty acids. human cells.
Defects in the gene encoding FADS? are the cause of cause of fatty acid

A-6-desaturase deficiency, an affliction that is characterized by skin abnor- | SUPPORT REAGENTS

malities, corneal ulceration and growth failure. Multiple isoforms of FADS2 For optimal siRNA transfection efficiency, Santa Cruz Biotechnology's
exist due to alternative splicing events. SIRNA Transfection Reagent: sc-29528 (0.3 ml), siRNA Transfection Medium:
sc-36868 (20 ml) and siRNA Dilution Buffer: sc-29527 (1.5 ml) are recom-
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See our web site at www.scht.com for detailed protocols and support
products.

|CHROMOSOMAL LOCATION |
Genetic locus: FADS2 (human) mapping to 11q12.2.

[PRODUCT |

FADS2 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
knock down gene expression. Each vial contains 3.3 nmol of Iyophilized
siRNA, sufficient for a 10 pM solution once resuspended using protocol
below. Suitable for 50-100 transfections. Also see FADS2 shRNA Plasmid (h):
sc-96449-SH and FADS2 shBNA (h) Lentiviral Particles: sc-96449-V as alter-
nate gene silencing products.

For independent verification of FADS2 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-96449A, sc-96449B and sc-96449C.
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