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|BACKGROUND | |PRODUCT

AMT (Aminomethyltransferase), also known as GCST (Glycine cleavage sys- Each vial contains 200 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
tem T), GCE or NKH, is a 403 amino acid mitochondrial protein that is one of and 0.1% gelatin.

4 components of the glycine cleavage system. The glycine cleavage system is
comprised of AMT (known as Protein T), GCSH (known as Protein H), DLD
(known as Protein L) and GLDC (known as Protein P), all of which work togeth-

Blocking peptide available for competition studies, sc-99267 P, (100 pg
peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).

er to catalyze the cleavage and degradation of glycine. Expressed ubiquitously,

. ; ) X o APPLICATION

AMT plays a crucial role in glycine degradation pathway, specifically catalyz- | .S - OGNS -

ing the creation of 5,10-methylenetetrahydrofolate. Defects in the gene encod- ~ AMT (3'1_7)‘ is recommended fqr detectlpn Of_AMT of mouse, rat and

ing AMT are a cause of non-ketotic hyperglycinemia (NKH), also known as human origin by Western Blotting (starting dilution 1:200, dilution range

glycine encephalopathy (GCE), which is an autosomal recessive error of 1:100-1:1000), immunoprecipitation [1-2 ug per 100-500 ig of total protein
glycine degradation that is characterized by severe mental retardation. (1 ml of cell lysate)], immunofluorescence (starting dilution 1:50, dilution
range 1:50-1:500) and solid phase ELISA (starting dilution 1:30, dilution
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[CHROMOSOMAL LOCATION | B -
Genetic locus: AMT (human) mapping to 3p21.31; Amt (mouse) mapping K-
to 9 F2.
| SOU RCE | AMT (S-17): sc-99267. Western blot analysis of AMT

expression in mouse kidney tissue extract.

AMT (S-17) is an affinity purified goat polyclonal antibody raised against a

peptide mapping within an internal region of AMT of human origin. | STORAGE

Store at 4° C, **DQ NOT FREEZE**. Stable for one year from the date of
| RESEARCH USE | shipment. Non-hazardous. No MSDS required.

For research use only, not for use in diagnostic procedures.
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