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|BACKGROUND | [SOURCE |

Chromosome 3 is made up of about 214 million bases encoding over 1,100 KIAA2018 (N-12) is an affinity purified rabbit polyclonal antibody raised

genes. Notably, there is a chemokine receptor gene cluster and a variety of against a peptide mapping at the N-terminus of KIAA2018 of human origin.
human cancer related loci on chromosome 3. Particular regions of the chro-
mosome 3 short arm are deleted in many types of cancer cells. Key tumor | PRODUCT |
suppressing genes on chromosome 3 encode apoptosis mediator RASSF1,

cell migration regulator HYAL1 and angiogenesis suppressor SEMA3B. Marfan
Syndrome, porphyria, von Hippel-Lindau syndrome, osteogenesis imperfecta
and Charcot-Marie-Tooth Disease are a few of the numerous genetic diseases  Blocking peptide available for competition studies, sc-93483 P, (100 pg
associated with chromosome 3. The KIAA2018 gene product has been provi-  Peptide in 0.5 ml PBS containing < 0.1% sodium azide and 0.2% BSA).
sionally designated KIAA2018 pending further characterization.

Each vial contains 100 pg IgG in 1.0 ml of PBS with < 0.1% sodium azide
and 0.1% gelatin.
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[PROTOCOLS |

See our web site at www.scht.com or our catalog for detailed protocols
and support products.

[CHROMOSOMAL LOCATION |

Genetic locus: KIAA2018 (human) mapping to 3q13.2; Gm608 (mouse) mapping
t0 16 B4.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.
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