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BACKGROUND |

[PRODUCT

The Saccharomyces cerevisiae SAGA complex is a multifunctional coactivator
that regulates transcription by RNA polymerase Il. In yeast, SPT3 is a compo-
nent of the multiprotein SPT-ADA-GCN5 acetyltransferase (SAGA) complex
that integrates proteins with transcription coactivator/adaptor functions, his-

tone acetyltransferase activity, and core promoter-selective functions involving
interactions with the TATA-binding protein. The human STAGA complex con-
tains homologs of most yeast SAGA components. STAGA has acetyl coenzyme
A-dependent transcriptional coactivator functions from a chromatin-assembled
template /n vitro and associates in Hela cells with spliceosome-associated
proteins. Amino acid sequence comparisons between human SPT3 and its

counterparts in yeast reveal three highly conserved domains, with the most

conserved 92-amino acid N-terminal domain being 25% identical with human

TAFING.
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[ CHROMOSOMAL LOCATION

Genetic locus: SUPT3H (human) mapping to 6p21.1.

|SOURCE

SPT3 (71-S) is a mouse monoclonal antibody raised against recombinant
SPT3 of human origin.

|STORAGE

For immediate and continuous use, store at 4° C for up to one month. For
sporadic use, freeze in working aliquots in order to avoid repeated freeze/
thaw cycles. If turbidity is evident upon prolonged storage, clarify solution
by centrifugation.

Each vial contains 200 pl ascites containing IgM with < 0.1% sodium azide.

|APPLICATIONS

SPT3 (71-S) is recommended for detection of SPT3 of human origin by
Western Blotting (starting dilution to be determined by researcher, dilution
range 1:100-1:5000), immunoprecipitation [1-2 pl per 100-500 pg of total
protein (1 ml of cell lysate)] and solid phase ELISA (starting dilution to be
determined by researcher, dilution range 1:100-1:5000).

Suitable for use as control antibody for SPT3 siRNA (h): sc-106787, SPT3
shBNA Plasmid (h): sc-106787-SH and SPT3 shRNA (h) Lentiviral Particles:
sc-106787-V.

Molecular Weight of SPT3: 44/36/37 kDa.

Positive Controls: HeLa whole cell lysate: sc-2200, Jurkat whole cell lysate:
sc-2204 or A-431 whole cell lysate: sc-2201.
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|RESEARCH USE

For research use only, not for use in diagnostic procedures.

[PROTOCOLS

See our web site at www.scbt.com for detailed protocols and support
products.
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