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|BACKGROUND | [PRODUCT |
Protein transport across the nucleus is a selective, multi-step process involv- Each vial contains 200 pg IgG,, in 1.0 ml of PBS with < 0.1% sodium azide
ing several cytoplasmic factors. Proteins must be recognized as import sub- and 0.1% gelatin.

strates, dock at the nuclear pore complex and translocate across the nuclear
envelope in an ATP-dependent fashion. Two cytosolic factors centrally involved | APPLICATIONS |
in the‘ recognition and dqcking process are the karyopherin a.and karyopherir_l p nucleoporin p62 (1B6) is recommended for detection of amino acids 180-300
proteins. The karyopherin holoenzyme is a heterodimer of e and 3 subunits. ot cleoporin p62 of human origin by Western Blotting (starting dilution
Karyophennq functmn; in the recogmhon and targeting of substrates d_estlned 1:200, dilution range 1:100-1:1000), immunoprecipitation [1-2 g per 100-500
for nuclear import, while karyopherin {3 serves as an adaptor, tethering the 4 ¢ ota protein (1 ml of cell lysate]], immunofluorescence (starting dilution
karyopherin o substrate complex to docking proteins (termed nucleoporins) on 1:50, dilution range 1:50-1:500) and solid phase ELISA (starting dilution 1:30,

the quclear envelope. p62 Q'VCOF”O“*'” IS one such nucleoporin, and is not dilution range 1:30-1:3000); non cross-reactive with nucleoporin p62 of mouse

only involved in the nuclear import of proteins, but also the export of nascent origin.

mRNA strands. An additional protein, NTF2 (nuclear transport factor 2), interacts

with nucleoporin p62 as a homodimer and may be an obligate componentof ~ Suitable for use as control antibody for nucleoporin p62 siRNA (h): sc-36107,

functional p62. nucleoporin p62 shRNA Plasmid (h): sc-36107-SH and nucleoporin p62
shRNA (h) Lentiviral Particles: sc-36107-V.
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[SOURCE ULK1. J. Oncol. 2022: 3465459,
nucleoporin p62 (1B6) is a rat monoclonal antibody raised against amino
acids 1-300 of recombinant nucleoporin p62 of human origin. | STORAGE

| Store at 4° C, **DO NOT FREEZE**. Stable for one year from the date of

| RESEARCH USE shipment. Non-hazardous. No MSDS required.

For research use only, not for use in diagnostic procedures.
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