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|BACKGROUND | [STORAGE anD RESUSPENSION |
The activity of a diverse subset of enzymes relies on the essential nutrient Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
copper. Copper uptake requires tight regulation to ensure that sufficient one year from the date of shipment. Once resuspended, store at -20° C,
copper is present in the cell to drive vital cellular processes, while avoiding avoid contact with RNAses and repeated freeze thaw cycles.

the accumulation of copper to toxic levels. In Saccharomyces cerevisiae,
copper regulation involves several proteins. Fre1, a surface reductase, re-
duces and mobhilizes copper outside the cell, while the CTR1 and CTR3
proteins function as copper transport proteins within the plasma membrane.
Regulation of these proteins occurs at the transcriptional level. Under copper-
deficient conditions, Mac1 binds to copper response elements (CuREs) within | APPLICATIONS |
promoters, which contain the consensus sequence GCTC, to activate the tran-

scription of CTR1, CTR3 and Fre1. Mac1 also mediates CTR1 degradation. In CTR1 siRNA (h) is recommended for the inhibition of CTR1 expression in
human, CTR1 also mediates the uptake of cisplatin, a chemotherapeutic drug, ~ human cells.

and may modulate the sensitivity and toxicity of this drug.

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCL, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.
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Genetic locus: SLC31A1 (human) mapping to 9q32.

[RESEARCH USE |

| PRODUCT | For research use only, not for use in diagnostic procedures.
CTR1 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
knock down gene expression. Each vial contains 3.3 nmol of lyophilized [PROTOCOLS |
siRNA, sufficient for a 10 M solution once resuspended using protocol See our web site at www.scbt.com for detailed protocols and support
below. Suitable for 50-100 transfections. Also see CTR1 shRNA Plasmid (h): products.

sc-105249-SH and CTR1 shRNA (h) Lentiviral Particles: sc-105249-V as
alternate gene silencing products.

For independent verification of CTR1 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of Iyophilized siRNA. These include: sc-105249A, sc-105249B and sc-105249C.

Santa Cruz Biotechnology, Inc.  1.800.457.3801 831.457.3800 fax 831.457.3801 Europe +00800 4573 8000 49622145030 www.scbt.com



