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|BACKGROUND | |STORAGE AND RESUSPENSION

The nuclear pore complex (NPC) mediates bidirectional macromolecular traffic Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
between the nucleus and cytoplasm in eukaryotic cells and comprises more one year from the date of shipment. Once resuspended, store at -20° C,
than 100 different subunits. Many of the subunits belong to a family called avoid contact with RNAses and repeated freeze thaw cycles.

nucleoporins (Nups), which are characterized by the presence of O-linked

N-acetylglucosamine moieties and a distinctive pentapeptide repeat (XFXFG).
The short filaments extending from the cytoplasmic face of nuclear pore com-
plexes contain docking sites for nuclear import substrates. One component
of these filaments, the large O-linked glycoprotein CAN/Nup214, participates

Resuspend lyophilized siRNA duplex in 330 pl of the RNAse-free water
provided. Resuspension of the siRNA duplex in 330 pl of RNAse-free water
makes a 10 pM solution in a 10 uM Tris-HCI, pH 8.0, 20 mM NaCl, 1 mM
EDTA buffered solution.

in myeloid leukemia in humans. The oncogenic nucleoporin CAN/NUP214 is

o : . b |APPLICATIONS
critical to cell cycle progression and required for both nuclear protein import
and mRNA export. The depletion of CAN/Nup214 results in defective nuclear ~ Nup214 siRNA (h) is recommended for the inhibition of Nup214 expression
protein import, inhibition of messenger RNA export, and cell cycle arrest. in human cells.
CAN/Nup214 localizes to the cytoplasmic face of the NPC.
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Nup214 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed

to knock down gene expression. Each vial contains 3.3 nmol of lyophilized | RESEARCH USE

siRNA, sufficient for a 10 pM solution once resuspended using protocol

below. Suitable for 50-100 transfections. Also see Nup214 shRNA Plasmid (h): For research use only, not for use in diagnostic procedures.
sc-106320-SH and Nup214 shRNA (h) Lentiviral Particles: sc-106320-V as
alternate gene silencing products. | PROTOCOLS

See our web site at www.scht.com for detailed protocols and support

For independent verification of Nup214 (h) gene silencing results, we also pro-
vide the individual siRNA duplex components. Each is available as 3.3 nmol
of lyophilized siRNA. These include: sc-106320A, sc-106320B and sc-106320C.

products.
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