SANTA CRUZ BIOTECHNOLOQY, INC.

SPT3 siRNA (h): sc-106787

BIOTECHNOLOGY

The Power to Question

|BACKGROUND | [PRODUCT |
The Saccharomyces cerevisiae SAGA complex is a multifunctional coactivator SPT3 siRNA (h) is a pool of 3 target-specific 19-25 nt siRNAs designed to
that regulates transcription by RNA polymerase II. In yeast, SPT3 is a com- knock down gene expression. Each vial contains 3.3 nmol of lyophilized
ponent of the multiprotein SPT-ADA-GCN5 acetyltransferase (SAGA) complex siRNA, sufficient for a 10 pM solution once resuspended using protocol
that integrates proteins with transcription coactivator/adaptor functions, his- below. Suitable for 50-100 transfections. Also see SPT3 shRNA Plasmid (h):
tone acetyltransferase activity, and core promoter-selective functions involving sc-106787-SH and SPT3 shRNA (h) Lentiviral Particles: sc-106787-V as alter-
interactions with the TATA-binding protein. The human STAGA complex con- nate gene silencing products.

tains homologs of most yeast SAGA components. STAGA has acetyl coen-
zyme A-dependent transcriptional coactivator functions from a chromatin-
assembled template in vitro and associates in Hela cells with spliceosome-
associated proteins. Amino acid sequence comparisons between human SPT3
and its counterparts in yeast reveal three highly conserved domains, with the
most conserved 92-amino acid N-terminal domain being 25% identical with
human TAFII18.

For independent verification of SPT3 (h) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-106787A, sc-106787B and
sc-106787C.

|STORAGE AND RESUSPENSION |

Store lyophilized siRNA duplex at -20° C with desiccant. Stable for at least
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PROTOCOLS
| , : | |RESEARCH USE |
See our web site at www.scht.com for detailed protocols and support — -
products. For research use only, not for use in diagnostic procedures.

Santa Cruz Biotechnology, Inc.  1.800.457.3801 831.457.3800 fax 831.457.3801 Europe +00800 4573 8000 49622145030 www.scbt.com



