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|BACKGROUND | [PRODUCT

UFL1 (UFM1-specific ligase 1), also known as KIAAQ776, NLBP, RCAD or UFL1 siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
Maxer, is a 794 amino acid protein that localizes to the endoplasmic reticulum knock down gene expression. Each vial contains 3.3 nmol of lyophilized
as well as the cytoplasm, where it colocalizes with CDK5RAP3. UFL1 belongs siRNA, sufficient for a 10 uM solution once resuspended using protocol
to the UFL1 familiy and is known to interact with UFC1 and RELA. UFL1 medi- below. Suitable for 50-100 transfections. Also see UFL1 shRNA Plasmid (m):
ates ufmylation of DDRGK1 and may act as a tumor suppressor by blocking sc-108584-SH and UFL1 shRNA (m) Lentiviral Particles: sc-108584-V as alter-
NF«B signaling, inhibiting cell invasion and increasing stability of CDK5RAP3.  nate gene silencing products.

UFLT |s_ub|qm.tous|y expressed with strong expression in I|v1_3r a_m_d weak For independent verification of UFL1 (m) gene silencing results, we also
expression in invasive hepatocellular carcinomas. UFL1 is ubiquitinated and provide the individual SiRNA duplex components. Each is available as

ultimately degraded by the proteasome, but is protected from degradation by 3.3 nmol of lyophilized siRNA. These include: sc-108584A, sc-1085848 and
interaction with CDK5RAP3. In addition to potential ubiquitination, UFL1 is sé-108584C i ’ '

post-translationally phosphorylated at serine residue 458 and acetylated at

lysine 571. UFL1 exists as 3 alternatively spliced isoforms and is encoded by | STORAGE AND RESUSPENSION

a gene that maps to human chromosome 6, which makes up nearly 6% of — : : :
the human genome and contains around 1,200 genes within 170 million base ~ Store Iyophilized siRNA duplex at -20° C with desiccant. Stable for at least

pairs of sequence. one year from the date of shipment. Once resuspended, store at -20° C,
avoid contact with RNAses and repeated freeze thaw cycles.
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[CHROMOSOMAL LOCATION |
Genetic locus: Ufl1 (mouse) mapping to 4 A3.

RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scht.com for detailed protocols and support
products.
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