SANTA CRUZ BIOTECHNOLOQY, INC.

CTU2 siRNA (m): sc-108718

The Power to Question

|BACKGROUND | [PRODUCT

CTU2 (cytosolic thiouridylase subunit 2), also known as NCS2 or UPF0432, is CTUZ siRNA (m) is a pool of 3 target-specific 19-25 nt siRNAs designed to
a 515 amino acid cytoplasmic protein that plays a role in the 2-thiolation of knock down gene expression. Each vial contains 3.3 nmol of lyophilized
mem(5)S(2)U at wobble positions of tRNA. CTUZ forms a complex with CTU1 siRNA, sufficient for a 10 pM solution once resuspended using protocol

and Urm1, and may also form a separate heterodimer with CTU1 to ligate below. Suitable for 50-100 transfections. Also see CTUZ2 shRNA Plasmid (m):
sulfur from thiocarboxylated Urm1 onto tRNA. Existing as three alternatively sc-108718-SH and CTUZ2 shRNA (m) Lentiviral Particles: sc-108718-V as
spliced isoforms, the gene encoding CTU2 maps to human chromosome alternate gene silencing products.

16q24.3. Chromosome 16 encodes over 900 genes and comprises nearly 3%
of the human genome. The GAN gene is located on chromosome 16 and, with
mutation, may lead to giant axonal neuropathy, a nervous system disorder
characterized by increasing malfunction with growth. The rare disorder

For independent verification of CTUZ (m) gene silencing results, we also
provide the individual siRNA duplex components. Each is available as
3.3 nmol of lyophilized siRNA. These include: sc-108718A, sc-108718B and

Rubinstein-Taybi syndrome is also assaciated with chromosome 16, as is sc-108718C.
Crohn’s disease, which is a gastrointestinal inflammatory condition. | STORAGE AND RESUSPENSION
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| CHROMOSOMAL LOCATION | temperature should be 68-72° C.

Genetic locus: Ctu2 (mouse) mapping to 8 E1.

[RESEARCH USE |
For research use only, not for use in diagnostic procedures.

[PROTOCOLS |

See our web site at www.scbt.com for detailed protocols and support
products.
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